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V-1 Introduction

The HIV-1/SIVcpz protein alignments are based the complete
genome nucleotide alignment, but in some cases a few se-
quences were removed because they were too short to be infor-
mative (especially in Nef), had many stop codons or a strange
segment of amino acids. As with the other alignments in this
compendium, they are intended to display the usual genetic
variation of the world-wide HIV epidemic in a compact form.
They are annotated in more detail than the complete genome
nucleotide alignment.
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HIV-1/SIVcpz Proteins Annotated features

V-2 Annotated features

Features of HIV-1 annotated in the alignment that follows.

Feature Protein Location Page

Gag start, p17 start Gag 1 318

membrane binding Gag 1-30 318

nuclear localization Gag 11-35

nuclear localization Gag 106-116

phosphorylation site Gag 112

pl7 end Gag 132

p24 start Gag 133 318

CyPA binding Gag 205-241

major homology region Gag 285-304

p24 end Gag 364 322

p2 start Gag 365

p2 end Gag 377 322

p7 start Gag 378

Zn motif Gag 392-404

Zn motif Gag 413-425

p7 end Gag 432

pl start Gag 433

pl end Gag 448 322

po start Gag 449

Vpr binding Gag 455-460 324

Vpr binding Gag 489-494

p6 end, Gag end Gag 501

Gag-Pol TF start Pol 1 326

Gag-Pol TF end Pol 56

protease start Pol 57

protease end Pol 155

p66, p51 RT start Pol 156

L M41L Pol 196 328
= D67N Pol 222
o) K70R Pol 225
2 5 D110 catalytic site Pol 265
R polymerase motif Pol 337-342
T215Y Pol 370 330

K219Q Pol 374

p51 RT end Pol 595

p15 RNase H start Pol 596 332

p66 RT, p15 Rnase Hend  Pol 715

p31 Integrase start Pol 716

p31 Integrase end Pol 1003

Pol end Pol 1003

Vif start Vif 1 340

Vif end Vif 192

Vpr start Vpr 1

oligomerization Vpr 2-43 344

amphipathic o-helix Vpr 16-34

H(S/N)RIG motifs Vpr 73-84 344

frameshift in HXB2 Vpr 72

Vpr end in HXB2 Vpr 79 344
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Annotated features HIV-1/SIVcpz Proteins

Feature Protein Location Page

Vpr end Vpr 97 344

Tat start Tat 1

disulfide bonding Tat 22-37 346

NLS Tat 49-57

exon 1 end Tat 72

exon 2 start Tat 73 346

Tat end Tat 101

Rev start Rev 1 348

exon 1 end Rev 25

exon 2 start Rev 26

NLS Rev 34-49 348

Leu-rich effector domain ~ Rev 75-83

Rev end Rev 116

Vpu start Vpu 1

transmembrane domain Vpu 1-27

cytoplasmic domain Vpu 28-82 350

o-helix Vpu 31-49

phos Vpu 53

phos Vpu 57 350

a-helix Vpu 59-72

Vpu end Vpu 83 350

Env start Env 1

signal peptide Env 30

gp120 start Env 31 352

glycosylation NVT Env 83-90

V1 Env 131-156

glycosylation NDT Env 136-138

glycosylation NSS Env 141-143

glycosylation NCS Env 156-158 354

V2 Env 156-196

glycosylation NIS Env 160-162

glycosylation NDT Env 186-188 354 N
glycosylation NTS Env 197-199 g .,
glycosylation NKT Env 230-232  [354 Z £
glycosylation NGT Env 234-236 =9
glycosylation NVS Env 241-243 = &
glycosylation NGS Env 262-264 354 +
glycosylation NFT Env 276-278

glycosylation NTS Env 289-291

glycosylation NCT Env 295-297

V3 Env 296-331

glycosylation NNT Env 301-303 356

V3 tip Env 312-315

glycosylation NNT Env 339-341

glycosylation NKT Env 356-358 356

CD4 Env 368

CD4 Env 370

V4 Env 385-418

glycosylation NST Env 386-388

glycosylation NST Env 392-394 356

glycosylation NST Env 397-399

glycosylation NNT Env 406-408

CD4 Env 427 358
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HIV-1/SIVcpz Proteins Sequences

Feature Protein Location Page
CD4 Env 429 8
CD4 Env 438 8
glycosylation NIT Env 448-450 358
V5 Env 460-471
glycosylation NES Env 463-465
fusion peptide Env 510-527 358
gp120 end Env 511
gp41 start Env 512 358
immunodominant region ~ Env 588-607
glycosylation NAS Env 611-613
glycosylation NKS Env 616-618 360
glycosylation NHT Env 624-626
glycosylation NYT Env 637-639
glycosylation NGS Env 750-752
glycosylation NAT Env 816-818
gp41 end Env 857 362
Env end Env 857
Nef start Nef 1
myristoylation Nef 2-7 364
acidic cluster Nef 62-65
poly-P helix Nef 69-78 364
phos Nef 77
phos Nef 81
HXB2 premature Nef end Nef 124 364
normal Nef end Nef 207 366

V-3 Sequences

Sequences included in the HIV-1 protein alignments.

Name Accession Proteins Author Reference

B.FR.83.HXB2 K03455 All van Beveren, C.P. (in) Weiss,RL, Teich,N, Varmus,H
and Coffin,J(Eds); RNA TUMOR
VIRUSES, SECOND EDITION, 2,
Vol 2: 1102-1123; Cold Spring
Harbor Laboratory, Cold Spring
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Harbor (1985)

A.CD.02.02CD_KTBO035 AMO000055| Gag, Pol, Vidal, N. ARHR 22(2):182-187 (2006)

Vif, Vpr, Tat,

Rev, Vpu,

Nef
A.SN.01.DDJ369 AY521631] All Meloni, S.T. J Virol 78(22):12438-12445 (2004)
A1.AU.03.PS1044_Day0 DQ676872  All Li, B. J Virol 81(1):193-201 (2007)
A1.CY.06.CY171 FJ388950 Gag, Pol, Kousiappa, I. ARHR 25(8); 727-40 (2009)

Vif, Vpr, Tat,

Rev, Vpu,

Env
A1.GE.99.99GEMZ011 DQ207944, All Zarandia, M. ARHR 22(5):470-476 (2006)
A1.IT.02.60000 EU861977  All Riva, C. ARHR 24(10); 1319-25 (2008)
A1.KE.02.ML1990 EU110092 All Land, A.M. ARHR 24(6):865-872 (2008)
A1.RU.08.PokA1Ru F1864679 All Bychenko Unpublished
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=K03455
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AM000055
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY521631
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ676872
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ388950
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ207944
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU861977
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU110092
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ864679

Sequences HIV-1/SIVcpz Proteins
Name Accession  Proteins Author Reference
A1.RW.93.93RW037A AB287379  All Sakamoto Unpublished
A1.SE.95.SE8538 AF069669  All Carr, J.K. AIDS 13(14):1819-1826 (1999)
A1.TZ.01.A341 AY?253314) All Arroyo, M.A. ARHR 20(8):895-901 (2004)
A1.UA.01.01UADN139 DQ823357  All Saad, M.D. ARHR 22(8):709-714 (2006)
A1.UG.99.99UGA07072 AF484478  All Harris, M.E. ARHR 18(17):1281-1290 (2002)
A1.ZA.04.04ZASK162B1 DQ396400  All Rousseau, C.M. J Virol Methods 136(1-2):118-125
(2006)
A2.CD.97.97CDKTB48 AF286238  All Gao, F. ARHR 17(8):675-688 (2001)
A2.CY.94.94CY017_41 AF286237  All Gao, F. ARHR 17(8):675-688 (2001)
B.AR.04.04AR143170 DQ383750 All Pando, M.A. Retrovirology 3 , 59 (2006)
B.AU.04.PS1038_Day174 DQ676871  All Li, B. J Virol 81(1):193-201 (2007)
B.B0O.99.BOL0122 AY037270  All Carr, J.K. AIDS 15(15):F41-F47 (2001)
B.BR.05.BREPM 1081 FJ195091 All Diaz, R.S. Virology 381(2):184-193 (2008)
B.CA.97.CANB3FULL AY779553 All Cali, L. ARHR 21(8):728-733 (2005)
B.CN.05.05CNHB_hp3 DQ990880  All Tan, J.-x. Chin Med J(Engl) 120(9); 831-3
(2007)
B.CO.01.PCMO001 AY561236/ All Sanchez, G.I. Am J Trop Med Hyg 74(4); 674-7
(2006)
B.CU.99.Cul9 AY586542] All Sierra, M. JAIDS 45(2):151-160 (2007)
B.CY.06.CY165 FJ388947 Gag, Pol, Kousiappa, 1. ARHR 25(8); 727-40 (2009)
Vif, Vpr, Tat,
Vpu, Env
B.DE.86.D31 U43096 All Kreutz, R. ARHR 8(9):1619-1629 (1992)
B.DK.04.PMVL_012 EF514699, All Andresen, B.S. ARHR 23(11):1442-8 (2007)
B.DO.05.05DO_160884 EU839597, Gag, Pol, Nadai, Y. PLoS ONE 2009;4(3):e4814 Epub
Vif, Vpr, Tat, 2009 Mar 12
Rev, Vpu,
Env
B.EC.89.EC003 AY173959] Gag, Pol, Hierholzer, J. ARHR 18(18):1339-1350 (2002)
Vif, Vpr, Tat,
Rev, Vpu,
Env N
B.ES.07.X2231 EU786680  All Fernandez-Garcia, ARHR 25(1); 93-102 (2009) §
A. =
B.FR.92.92FR_BX08 AY713411 Al Brown, B.K. J Virol 79(10):6089-6101 (2005) %
B.GA.88.0YI M26727 All Huet, T. AIDS 3(11):707-715 (1989) =
B.GB.86.GB8_46R AJ271445 All Farrar, G.H. J Med Virol 34(2):104-113 (1991) T
B.GE.03.03GEMZ004 DQ207940  All Zarandia, M. ARHR 22(5):470-476 (2006)
B.HT.05.05HT_129389 EU839602| Gag, Pol, Nadai, Y. PLoS ONE 2009;4(3):e4814 Epub
Vif, Vpr, Tat, 2009 Mar 12
Rev, Vpu,
Env
B.IN.x.11807 EF694037,  All Lakhashe, S. ARHR 24(1):92-99 (2008)
B.JM.05.05JM_KJ108 EU839605| Gag, Pol, Nadai, Y. PLoS ONE 2009;4(3):¢4814 Epub
Vif, Vpr, Tat, 2009 Mar 12
Rev, Vpu,
Env
B.JP.05.DR6538 AB287363  All Sakamoto Unpublished
B.KR.04.04KMH5 DQ295193 All Cho Unpublished
B.MM.99.mSTD101 AB097870  All Takebe, Y. AIDS 17(14):2077-87 (2003)
B.NL.00.671_00T36 AY423387, All Geels, MLJ. J Virol 77(23):12430-12440 (2003)
B.RU.04.04RU 128005 AY 682547 All Galkin, A.N. ARHR 22(11):1192-1197 (2006)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB287379
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF069669
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY253314
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ823357
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF484478
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ396400
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF286238
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF286237
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ383750
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ676871
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY037270
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ195091
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY779553
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ990880
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY561236
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY586542
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ388947
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U43096
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF514699
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU839597
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY173959
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU786680
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY713411
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M26727
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ271445
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ207940
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU839602
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF694037
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU839605
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB287363
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ295193
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB097870
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY423387
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY682547
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HIV-1/SIVcpz Proteins

Sequences

Name Accession  Proteins Author Reference
B.TH.00.00TH_C3198 AY945710  Gag, Pol, Watanaveeradej, V.  ARHR 22(8):801-7 (2006)
Vif, Vpr, Tat,
Rev, Vpu,
Env
B.TT.01.01TT_CRC50069 EU839608 Gag, Pol, Nadai, Y. PLoS ONE 2009;4(3):e4814 Epub
Vif, Vpr, Tat, 2009 Mar 12
Rev, Vpu,
Env
B.TW.94.TWCYS AF086817  All Huang Unpublished
B.UA.01.01UAKV167 DQ823362  All Saad, M.D. ARHR 22(8):709-714 (2006)
B.US.07.CR0027M FJ469689 All Wang, Y.E. J Virol 83(4):1845-1855 (2009)
B.UY.01.01UYTRA1179 AY781127  All Vinoles, J. Am J Trop Med Hyg 72(4):495-500
(2005)
B.YE.02.02YE507 AY795904, All Saad, M.D. ARHR 21(7):644-648 (2005)
B.ZA.03.03ZAPS045MB2 DQ396398  All Rousseau, C.M. J Virol Methods 136(1-2):118-125
(2006)
C.AR.01.ARG4006 AY563170, All Carrion, G. ARHR 20(9):1022-1025 (2004)
C.BR.04.04BRO13 AY727522  All Sanabani, S. ARHR 22(2):171-176 (2006)
C.BW.00.00BW07621 AF443088  All Novitsky, V. J Virol 76(11):5435-5451 (2002)
C.CN.98.YNRL9840 AY967806/ Gag, Pol, Qiu, Z. ARHR 21(12):1051-1056 (2005)
Vif, Vpr, Tat,
Rev, Vpu,
Env
C.CY.05.CY040 FJ388901 Gag, Pol, Kousiappa, 1. ARHR 25(8); 727-40 (2009)
Vif, Vpr, Tat,
Rev, Vpu,
Env
C.ES.07.X2118_2 EU884500, Gag, Pol, Fernandez-Garcia, ARHR 25(1); 93-102 (2009)
Vif, Vpr, Tat, A.
Rev, Vpu,
Env
C.ET.02.02ET_288 AY713417, Al Brown, B.K. J Virol 79(10):6089-6101 (2005)
C.GE.03.03GEMZ033 DQ207941  All Zarandia, M. ARHR 22(5):470-476 (2006)
C.IL.98.981S002 AF286233| All Rodenburg, C.M. ARHR 17(2):161-168 (2001)
C.IN.03.D24 EF469243 All Dash, PK. Retrovirology 5(1):25 (2008)
C.KE.00.KER2010 AF457054  All Dowling, W.E. AIDS 16(13):1809-1820 (2002)
C.MM.99.mIDU101_3 AB097871  All Takebe, Y. AIDS 17(14):2077-87 (2003)
C.MW.93.93MW_965 AY713413] All Brown, B.K. J Virol 79(10):6089-6101 (2005)
C.SN.90.90SE_364 AY713416  All Brown, B.K. J Virol 79(10):6089-6101 (2005)
C.S0.89.89SM_145 AY713415 All Brown, B.K. J Virol 79(10):6089-6101 (2005)
C.TZ.02.CO178 AY734556/ All Arroyo, M.A. AIDS 19(14):1517-1524 (2005)
C.US.98.98US_MSC3018 AY444800  Gag, Pol, Tovanabutra, S. ARHR 21(5):424-429 (2005)
Vif, Vpr, Tat,
Rev, Vpu,
Env
C.UY.01.TRA3011 AY563169, All Carrion, G. ARHR 20(9):1022-1025 (2004)
C.YE.02.02YES511 AY795906, All Saad, M.D. ARHR 21(7):644-648 (2005)
C.ZA.05.05ZAPSK240B1 DQ369991  All Rousseau, C.M. J Virol Methods 136(1-2):118-125
(2006)
C.ZM.02.02ZM108 AB254141 Al Tatsumi Unpublished
D.CD.83.ELI K03454 All Alizon, M. Cell 46(1):63-74 (1986)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY945710
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU839608
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF086817
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ823362
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ469689
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY781127
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY795904
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ396398
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY563170
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY727522
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF443088
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY967806
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ388901
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU884500
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY713417
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ207941
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF286233
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF469243
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF457054
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB097871
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY713413
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY713416
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY713415
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY734556
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY444800
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY563169
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY795906
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ369991
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB254141
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=K03454

Sequences HIV-1/SIVcpz Proteins

Name Accession  Proteins Author Reference
D.CM.01.01CM_0009BBY AY371155  Gag, Pol, Kijak, G.H. ARHR 20(5):521-530 (2004)

Vif, Vpr, Tat,

Rev, Vpu,

Env
D.CY.06.CY163 FJ388945 Gag, Pol, Kousiappa, L. ARHR 25(8); 727-40 (2009)

Vif, Vpr, Tat,

Rev, Vpu,

Env
D.KE.97.ML415_2 AY322189 All Fang, G. J Infect Dis 190(4):697-701 (2004)
D.KR.04.04KBHS8 DQO054367  All Cho Unpublished
D.SN.x.SE365 AB485648  All Takekawa Unpublished
D.TD.99.MNO11 AJ488926  All Vidal, N. JAIDS 33(2):239-246 (2003)
D.TZ.01.A280 AY253311] All Arroyo, M.A. ARHR 20(8):895-901 (2004)
D.UG.99.99UGK09958 AF484499  All Harris, M.E. ARHR 18(17):1281-1290 (2002)
D.YE.02.02YE516 AY795907, All Saad, M.D. ARHR 21(7):644-648 (2005)
D.ZA.90.R1 EF633445  All Jacobs, G.B. ARHR 23(12):1575-8 (2007)
F1.A0.06.A0_06_ANG125 FJ900269 Gag, Pol, Guimaraes, M.L. Retrovirology 6, 39 (2009)

Vif, Vpr, Tat,

Rev, Vpu,

Env
F1.AR.02.ARE933 DQ189088  Gag, Pol, Aulicino, P.C. ARHR 21(2):158-164 (2005)

Vif, Vpr, Tat,

Rev, Vpu,

Env
F1.BE.93.VI850 AF077336  All Laukkanen, T. Virology 269(1):95-104 (2000)
F1.BR.07.07BR844 FJ771010 All Sanabani, S.S. Virol J 2009 Jun 16;6:78
F1.ES.x.P1146 DQ979023 All Sierra Unpublished
F1.F1.93.FIN9363 AF075703| All Laukkanen, T. Virology 269(1):95-104 (2000)
F1.FR.96.96FR_MP411 AJ249238 All Triques, K. ARHR 16(2):139-151 (2000)
F1.JP.04.DR6082 AB480298  All Sakamoto Unpublished
F1.RO.96.BCI_RO07 AB485658  All Takekawa Unpublished
F1.RU.08.D88_845 GQ290462  All Fernandez-Garcia, ARHR 25(11):1187-1191 (2009) N

A' 8 w
F2.CM.97.CM53657 AF377956  All Carr, J.K. Virology 286(1):168-181 (2001) ; -%
G.BE.96.DRCBL AF084936  All Oelrichs, R.B. ARHR 15(6):585-589 (1999) > IS
G.CM.04.178_15 FJ389363 All Yamaguchi, J. ARHR 25(4):469-473 (2009) = &
G.CU.99.Cu74 AY586547 All Sierra, M. JAIDS 45(2):151-160 (2007) T
G.ES.05.P962 EU786670, All Fernandez-Garcia, ARHR 25(1); 93-102 (2009)
A.

G.GH.03.03GH175G AB287004  All Takekawa Unpublished
G.KE.93.HH8793_12_1 AF061641  All Salminen, M. ARHR 8(9):1733-1742 (1992)
G.NG.01.0INGPL0669 DQ168576  All Carr Unpublished
G.PTx.PT2695 AY612637, All Esteves Unpublished
G.SE.93.SE6165 AF061642| All Carr, J.K. Virology 247(1):22-31 (1998)
H.BE.93.VI991 AF190127  All Janssens, W. AIDS 14(11):1533-1543 (2000)
H.BE.93.VI997 AF190128  All Janssens, W. AIDS 14(11):1533-1543 (2000)
H.CF.90.056 AF005496  All Gao, F. J Virol 72(7):5680-5698 (1998)
H.GB.00.00GBAC4001 FJ711703 All Holzmayer, V. ARHR 25(7):721-726 (2009)
J.CD.97.J_97DC_KTB147 EF614151 All Abecasis, A.B. J Virol 81(16):8543-8551 (2007)
J.SE.93.SE9280_7887 AF082394| All Laukkanen, T. ARHR 15(3):293-297 (1999)
J.SE.94.SE9173_7022 AF082395  All Laukkanen, T. ARHR 15(3):293-297 (1999)
K.CD.97.97ZR_EQTB11 AJ249235 All Triques, K. ARHR 16(2):139-151 (2000)
K.CM.96.96CM_MP535 AJ249239  All Triques, K. ARHR 16(2):139-151 (2000)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY371155
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ388945
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY322189
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ054367
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB485648
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ488926
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY253311
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF484499
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY795907
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF633445
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ900269
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ189088
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF077336
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ771010
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ979023
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF075703
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ249238
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB480298
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB485658
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GQ290462
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF377956
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF084936
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ389363
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY586547
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU786670
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB287004
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF061641
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ168576
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY612637
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF061642
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF190127
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF190128
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF005496
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ711703
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF614151
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF082394
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF082395
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ249235
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ249239
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HIV-1/SIVcpz Proteins

Sequences

Name Accession  Proteins Author Reference
01_AE.CF.90.90CF11697 AF197340  All Anderson, J.P. J Virol 74(22):10752-10765 (2000)
01_AE.CN.07.07JSWX045 FJ441290 Gag, Pol, Guo Unpublished

Vif, Vpr, Tat,

Rev, Vpu,

Env
01_AE.HK.04.HK001 DQ234790  All Tsui Unpublished
01_AE.JP.x.DR0492 AB253423  All Sakamoto Unpublished
01_AE.TH.04.BKM DQ314732 All Thitithanyanont Unpublished
01_AE.US.00.00US_MSC1164 AY444804, Gag, Pol, Tovanabutra, S. ARHR 21(5):424-429 (2005)

Vif, Vpr, Tat,

Rev, Vpu,

Env
01_AE.VN.98.98VNNDI15 FJ185235 All Liao, H. Virology 391(1):51-56 (2009)
02_AG.CM.02.02CM_0013BBY |AY371125] Gag, Pol, Kijak, G.H. ARHR 20(5):521-530 (2004)

Vif, Vpr, Tat,

Rev, Vpu,

Env
02_AG.CY.05.CY048 FJ388902 Gag, Pol, Kousiappa, 1. ARHR 25(8); 727-40 (2009)

Vif, Vpr, Tat,

Rev, Vpu,

Env
02_AG.ES.06.P1261 EU786671| All Fernandez-Garcia, ARHR 25(1); 93-102 (2009)

A.

02_AG.FR.91.DJ263 AF063223  All Carr, J.K. Virology 247(1):22-31 (1998)
02_AG.GH.03.03GHI181AG AB286855  All Sakamoto Unpublished
02_AG.LR.x.POC44951 AB485636  All Takekawa Unpublished
02_AG.NG.01.PLO710 DQ168577  All Carr Unpublished
02_AG.SE.94.SE7812 AF107770, All Laukkanen Unpublished
02_AG.SN.98.98SE_MP1211 AJ251056  All Toure-Kane, C. ARHR 16(6):603-609 (2000)
02_AG.US.00.00US_MSC3083 AY444811| Gag, Pol, Tovanabutra, S. ARHR 21(5):424-429 (2005)

Vif, Vpr, Tat,

Rev, Vpu,

Env
02_AG.UZ.02.02UZ0683 AY829214] All Carr, J.K. JAIDS 39(5):570-575 (2005)
03_AB.RU.97.KAL153_2 AF193276  All Liitsola, K. ARHR 16(11):1047-1053 (2000)
04_cpx.CY.94.94CY032_3 AF049337  All Gao, F. J Virol 72(12):10234-10241 (1998)
05_DFE.BE.x.VI1310 AF193253  All Laukkanen, T. Virology 269(1):95-104 (2000)
06_cpx.AU.96.BFP90 AF064699  All Oelrichs, R.B. ARHR 14(16):1495-1500 (1998)
07_BC.CN.98.98CN009 AF286230  All Rodenburg, C.M. ARHR 17(2):161-168 (2001)
08_BC.CN.97.97CNGX_6F AYO008715 All Piyasirisilp, S. J Virol 74(23):11286-11295 (2000)
09_cpx.GH.96.96GH2911 AY093605 All McCutchan, FE. ARHR 20(8):819-826 (2004)
10_CD.TZ.96.96TZ_BF061 AF289548  All Koulinska, I.N. ARHR 17(5):423-431 (2001)
11_cpx.CM.95.95CM_1816 AF492624  All Wilbe, K. ARHR 18(12):849-56 (2002)
12_BF.AR.99.ARMA159 AF385936/ All Carr, J.K. AIDS 15(15):F41-F47 (2001)
13_cpx.CM.96.96CM_1849 AF460972  All Wilbe, K. ARHR 18(12):849-56 (2002)
14_BG.ES.00.X605 AF450096  All Delgado, E. JAIDS 29(5):536-543 (2002)
15_01B.TH.99.99TH_MU2079 AF516184  All Viputtijul, K. ARHR 18(16):1235-1237 (2002)
16_A2D.KR.97.97KR004 AF286239  All Gao, F. ARHR 17(8):675-688 (2001)
17_BF.AR.99.ARMAO038 AY037281] All Carr, J.K. AIDS 15(15):F41-F47 (2001)
18_cpx.CU.99.CU76 AY586540, All Thomson, M.M. AIDS 19(11):1155-63 (2005)
19_cpx.CU.99.CU7 AY894994,  All Casado, G. JAIDS 40(5):532-537 (2005)
20_BG.CU.99.Cul03 AY586545 All Sierra, M. JAIDS 45(2):151-160 (2007)
21_A2D.KE.99.KER2003 AF457051 Al Dowling, W.E. AIDS 16(13):1809-1820 (2002)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF197340
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ441290
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ234790
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB253423
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ314732
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY444804
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ185235
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY371125
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ388902
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU786671
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF063223
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB286855
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB485636
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ168577
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF107770
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ251056
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY444811
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY829214
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF193276
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF049337
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF193253
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF064699
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF286230
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY008715
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY093605
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF289548
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF492624
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF385936
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF460972
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF450096
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF516184
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF286239
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY037281
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY586540
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY894994
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY586545
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF457051

Sequences HIV-1/SIVcpz Proteins
Name Accession  Proteins Author Reference
22_01A1.CM.01.01CM_0001BBY |AY371159 All Kijak, G.H. ARHR 20(5):521-530 (2004)
23_BG.CU.03.CB118 AY900571] All Sierra, M. JAIDS 45(2):151-160 (2007)
24_BG.CU.03.CB378 AY900574| All Sierra, M. JAIDS 45(2):151-160 (2007)
25_cpx.CM.02.1918LE AY371169 All Kijak, G.H. ARHR 20(5):521-530 (2004)
26_AU.CD.02.02CD_MBTB047 FM877782 All Vidal, N. ARHR 25(8):823-832 (2009)
27_cpx.FR.04.04CD_FR_KZS AMS851091] All Vidal, N. ARHR 24(2):315-321 (2008)
28_BF.BR.99.BREPM 12609 DQO085873  All Sa Filho, D.J. ARHR 22(1):1-13 (2006)
29_BF.BR.01.BREPM16704 DQO085876  All Sa Filho, D.J. ARHR 22(1):1-13 (2006)
31_BC.BR.04.04BR142 AY727527,  All Sanabani, S. ARHR 22(2):171-176 (2006)
32_06A1.EE.01.EE0369 AY535660 All Adojaan, M. JAIDS 39(5):598-605 (2005)
33_01B.MY.05.05SMYKLO007_1 DQ366659  All Tee, K.K. JAIDS 43(5):523-529 (2006)
34_01B.TH.99.0UR2478P EF165541 All Tovanabutra, S. ARHR 23(6):829-833 (2007)
35_AD.AF.05.05AF095 EF158041 All Sanders-Buell, E. ARHR 23(6):834-839 (2007)
36_cpx.CM.00.00CMNYU830 EF087994|  All Powell, R.L. ARHR 23(8):1008-1019 (2007)
37_cpx.CM.00.00CMNYU926 EF116594| All Powell, R.L. ARHR 23(7):923-933 (2007)
38_BF1.UY.03.UY03_3389 FJ213783 All Ruchansky Unpublished
39_BF.BR.04.04BRRJ179 EU735535| All Guimaraes, M.L. AIDS 22(3):433-435 (2008)
40_BF.BR.05.05BRRJ055 EU735537, All Guimaraes, M.L. AIDS 22(3):433-435 (2008)
42_BFLU.03.luBF_05_03 EU170155 All Struck Unpublished
43_02G.SA.03.J11223 EU697904| All Badreddine, S. ARHR 23(5):667-674 (2007)
N.CM.95.YBF30 AJ006022  All Simon, F. Nat Med 4(9):1032-1037 (1998)
N.CM.97.YBF106 AJ271370 Al Roques, P. AIDS 18(10):1371-1381 (2004)
N.CM.02.DJOO0131 AY532635  All Bodelle, P. ARHR 20(8):902-908 (2004)
N.CM.04.04CM_1015_04 DQO017382  All Yamaguchi, J. ARHR 22(1):83-92 (2006)
0O.BE.87.ANT70 1L.20587 All Vanden J Virol 68(3):1586-1596 (1994)
Haesevelde, M.
0.CM.x.BCF06 AB485666  All Takekawa Unpublished
0.CM.91.MVP5180 L.20571 All Gurtler, L.G. J Virol 68(3):1581-1585 (1994)
0.CM.96.96CMA102 AY169803] All Yamaguchi, J. ARHR 19(11):979-988 (2003)
0.CM.97.97CMABB447 AY169813] All Yamaguchi, J. ARHR 19(11):979-988 (2003)
0.CM.98.98CMA104 AY 169802 All Yamaguchi, J. ARHR 19(11):979-988 (2003)
0.CM.99.99CMU4122 AY 169815 All Yamaguchi, J. ARHR 19(11):979-988 (2003) N
0.FR.92.VAU AF407418  All Vartanian, J.P. J Gen Virol 83(Pt 4):801-805 s
(2002) =
DO.FR.08.RBF208 GQ351296/ Gag, Pol, Vessiere, A. AIDS 24(7); 1079-82 (2010) -
Vif, Vpr, Tat, =
Rev, Vpu, L
Env
0.SN.99.99SE_MP1299 AJ302646  All Toure-Kane, C. ARHR 17(12):1211-1216 (2001)
0.US.x.I_2478B AB485668  All Takekawa Unpublished
0.US.97.97US08692A AY169805 All Yamaguchi, J. ARHR 19(11):979-988 (2003)
0.US.99.99USTWLA AY169814| All Yamaguchi, J. ARHR 19(11):979-988 (2003)
P.FR.09.RBF168 GUI111555 Al Plantier, J.-C. Nat Med 15(8); 871-2 (2009)
CPZ.CD.90.ANT U42720 All Vanden Virology 221(2):346-350 (1996)
Haesevelde, M.M.
CPZ.CM.05.SIVcpzMT145 DQ373066  All Keele, B.F. Science 313(5786):523-526 (2006)
CPZ.GA.88.GAB1 X52154 All Huet, T. Nature 345(6273):356-359 (1990)
CPZ.TZ.00.TAN1 AF447763  All Santiago, M.L. J Virol 77(3):2233-2242 (2003)
CPZ.US.85.US_Marilyn AF103818  All Gao, F. Nature 397(6718):436-441 (1999)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY371159
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY900571
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY900574
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY371169
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FM877782
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AM851091
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ085873
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ085876
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY727527
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY535660
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ366659
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF165541
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF158041
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF087994
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF116594
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ213783
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU735535
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU735537
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU170155
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU697904
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ006022
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ271370
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY532635
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ017382
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L20587
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB485666
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L20571
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169803
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169813
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169802
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10 CD.TZ.96.96TZ BFO61
11_cpx.CM.95.95CM_1816
12_BF.AR.99.ARMA159
13_cpx.CM.96.96CM_1849
14_BG.ES.00.X605
15_01B.TH.99.99TH_MU2079

16_A2D.KR.97.97KR004
17_BF.AR.99.ARMA038

18 cpx.CU.99.CU76
19 cpx.CU.99.CU7
20_BG.CU.99.Cu103

21 A2D.KE.99.KER2003
22”01A1.CM.01.01CM_0001BBY

237BG.CU.03.CB118

24 BG.CU.03.CB378
25_cpx.CM.02.1918LE
26_AU.CD.62.02CD_MBTB047
27_cpx.FR.04.04CD_FR_KZS
28 BF.BR.99.BREPM12609
29 BF.BR.01.BREPM16704

31 BC.BR.04.04BR142
32_06A1.EE.01.EE0369

33°01B.MY.05.05MYKLOO7 1
34 01B.TH.99.0UR2478P
35_AD.AF.05.05AF095
36_cpx.CM.00.00CMNYUS30
37_cpx.CM.00.00CMNYU926
38 BF1.UY.03.UY03 3389
397BF.BR.04.04BRRI179
40_BF.BR.05.05BRRJ055

42 BF.LU.03.1uBF_05_03
43°02G.SA.03.J11223
CM.95.YBF30
CM.97.YBF106
CM.02.DJ00131
CM.04.04CM_1015_04
BE.87.ANT70

CM.x.BCFO6
CM.91.MVP5180
CM.96.96CMA102
CM.97.97CMABB447
CM.98.98CMA104

€M 99.99CHU4122

(FR.O

0.FR. os RBFZOS
.SN.99.99SE_MP1299
US.x.1 2478B
[03:87.970568692A
-US.99.99USTWLA
R
Z.

NNRRRNNNRN B2 e =
P33 b3
[ [
= Is)
3l =<
©
o

R.09.RBF168
PZ.CD.90.ANT
PZ.CM.05.SIVcpzMT145
CPZ.GA.88.GAB1
CPZ.TZ.00.TAN1
CPZ.US.85.US_Marilyn

00 T 0000 g 00000000 2222

RABOD N OWAS & JNRBIRS

HIV-1/SIVepz

Proteins

1od

surjold ZdIAIS/T-ATH



(1139

0107 wnipuddwo)) duanbag ATH

sul)0id

ZdOAIS/1-AIH
K219Q
polymerase motif T215Y
B.FR.83.HXB2 NNETPGIRYOYNVLPQGWKGSPAIFOSSMTKILEPFRKONPDIVIYOYMDDLYVGSDLEIGQHRTKIEELROHLLRWGLTTPDKK HQKEPPFLWMGYELHPDKWTVQPIVLPEKDSWTVNDIQKLVGKLNWASQIYPGIKVRQLCKLLRGTKALTEVIPLTEEAELELA 459
A.CD.02. OZCD KTBO35 Q--D K 459
A.SN.01.DDJ369 458
Al.AU.03.PS1044 Day0 458
A1.CY.06.CY171 59
Al.GE.99.99GEMZ011 59
A1.IT.02.60000 56

AL.KE.02.ML1990
AI.RU.08.PokAIRu
AL.RW.93.93RWO37A

Al.SE.95.SE8538 59
Al.TZ.01 59
Al.UA.01 59

.UA.01.01UADN139
A1.UG.99.99UGA07072
Al.ZA.04.04ZASK162B1
A2.CD.97.97CDKTB48
A2.CY.94.94CY017_41
B.AR.04.04AR143170
B.AU.04.PS1038_Dayl74

.B0.99.B0L012?2

.C0178
US.98.98US MSC3018
.TRA3011

.02YE511
ZA.05.05ZAPSK240B1
ZM.02.02ZM108

.83.ELI

CM.01.01CM_0009BBY
6.CY163

KE.97.ML415 2
KR.04.04KEHE
TD.99.MNO11

.01.A280
UG.99.99UGK09958
YE.02.02YE516

90.R1

B
B.BR.05.BREPM1081 59
B.CA.97.CANB3FULL 62
B.CN.05.05CNHB_hp3 59
B.C0.01.PCMOOL 59
B.CU.99.Cu19 62
B.CY.06.CY165 74
B.DE.86.D31 59
B.DK.04.PMVL 012 54
B.DO0.05.05D0 160884 60
B.EC.89.FC003 63
B.ES.07.X2231 59
B.FR.92.92FR BX08 57
B.GA.88.0YI ~ 59
B.GB.86.GBS_46R 65
B.GE .03 . 03GEMZ004 53
B.HT.05,05HT 129389 54
B.IN.x.11807" 59
B.JM.05.05]M KJ108 53
B.JP.05.DR6538 59
B.KR.04 . 04KMH5 59
B.MM.99.mSTD101 60
B.NL.00.671 80T36 67
B.RU.04.04RU128005 59
B.TH.00.00TH (3198 59
B.TT.01.01TT_CRC50069 58
B.TW.94.T 59
B.UA.01.01UAKV167 66
B.US.07.CRO027M 62
B.UY.01.01UYTRA1179 59
B.YE.02.0 60
B.ZA.03.03ZAPS045MB2 59
C.AR.01.ARG4006 54
C.BR.04.04BRO13 63
C.BW.00.00BWO7621

C.CN.98.YNRL9840 55
C.CY.05. 60
C.ES.07.X2118 2 55
C.ET.02.02ET 288 61
C.GE.03.03GEMZ033 55
€119 9815002 59
c.

c.

c.

c.

c.

c.

c.

c.

c.

c.

c.

D.

D.

D.

D.

D.

D.

D.

D.

D.

D.

D.

F

E

1.A0.06.A0 06_ANG125
1 02.ARE933

F1.BE.93.VI850
F1.BR.07.07BR844

F1.E .P1146 57
F1.FI.93.FIN9363 58
F1.FR.96.96FR MP411 61
F1.JP.04.DR6O: 54
F1.R0.96.BCI RO7 59
F1.RU.08.D88_845 58
F2.CM.97.CM53657 59

BE.96.DRCBL
CM.04.178 15
CU.99.Cu73
.05.P962
.03.03GH175G
KE.93.HH8793 12 1
NG.01.0INGPLD669
PT.x.PT2695
SE.93.SE6165

P T T N S S S S S S S S S S S S S S S S S S S S S S S S S S S S S S S S S S S S S S S S S S S T S S N S T T N T T
v O
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)
==

surjolg ZdIAIS/T-ATH

1o0d



0107 wnipuadwo)) duanbag ATH

1€€

K219Q

polymerase motif T215Y
FR.83.HXB2 NNETPGIRYOYNVLPQGWKGSPAIFQSSMTKILEPFRKONPDIVIYOYMDDLYVGSDLEIGQHRTKIEELROHLLRWGLTTPDKK HOKEPPFLWMGYELHPDKWTVQPIVLPEKDSWTVNDIQKLVGKLNWASOIYPGIKVROLCKLLRGTKALTEVIPLTEEAELELA 459
BE.93.VI991 EVI E Q-. VK A K

BE.93.VI997
CF.90.056
.00.00GBAC4001
CD.97.] 97DC_KTB147
SE.93.SE9280” 7887
SE.94.SE9173_7022
CD.97.97ZR_EQTB11
.CM.96.96CM_MP535

AE.CF.90.90CF11697
—AE.CN.07.07JSWX045
AE.HK.04.HKOO1
_AE.JP.x.DR0492
—AE.TH.04.BKM
AE.US.00.00US MSC1164
_AE.VN.98.98VNND15

AG.CM.02.02CM 0013BBY
.CY.05.CY048
AG.E%.GG.PIZGI

AG.GH.03.03GH181AG
AG.LR.X. POC44951
.NG.01.

“AG.SE.94. SE7812
AG.SN.98 98SE_MP1211
2_AG.US.00.00US MSC3083
2 AG.UZ.GZ 02UZ0683

03_AB.RU.97.KAL153 2
04_cpx.CY.94.94CY032_3
05_DF.BE.x.VI1310
06_cpx.AU.96.BFP90

07_BC. CN 98.98CN0OO9
08_BC.CN.97.97CNGX 6F
09" cpx. GH 96.96GH2911

10 CD.TZ.96.96TZ BFO61
11_cpx.CM.95.95CM_1816
12_BF.AR.99.ARMA159
13_cpx.CM.96.96CM_1849
14_BG.ES.00.X605
15_01B.TH.99.99TH_MU2079

16_A2D.KR.97.97KR004
17_BF.AR.99.ARMA038

18 cpx.CU.99.CU76
19 cpx.CU.99.CU7
20_BG.CU.99.Cu103

21 A2D.KE.99.KER2003
22”01A1.CM.01.01CM_0001BBY

237BG.CU.03.CB118

24 BG.CU.03.CB378
25_cpx.CM.02.1918LE
26_AU.CD.62.02CD_MBTB047
27_cpx.FR.04.04CD_FR_KZS
28 BF.BR.99.BREPM12609
29 BF.BR.01.BREPM16704

31 BC.BR.04.04BR142
32_06A1.EE.01.EE0369

33°01B.MY.05.05MYKLOO7 1
34_01B.TH.99.0UR2478P
35_AD.AF.05.05AF095
36_cpx.CM.00.00CMNYUS30
37_cpx.CM.00.00CMNYU926
38 BF1.UY.03.UY03 3389
397BF.BR.04.04BRRI179
40_BF.BR.05.05BRRJ055
42 BF.LU.03.1uBF_05_03
43°02G.SA.03.J11223
CM.95.YBF30 LA---EAV-D--D---
CM.97.YBF106 A---ETV-
CM.92.DJ09131
CM.04.04CM_1015_04
BE.87.ANT70
CM.x.BCFO6
CM.91.MVP5180
CM.96.96CMA102
CM.97.97CMABB447
CM.98.98CMA104
€M 99.99CHU4122
(FR.O
0.FR. os RBFZOS ~IPLTE- -KRV-L--E- -
N.99.99SE MP1299 L - -PLTE--KRV-L--E--Yl
S.x.1 2478B

.S

.U

.Us. 97 97US08692A

.US.99.99USTWLA --PL-E--KRV-L--E--YKx
F

Z.

AX UULITITT @
@
@
<

NNRRRNNNRN B2 e =
P33 b3
[ [

K
K
K
K
K
Q
Q
Q
Q
K
qQ
K
Q--
Q-
Q
qQ
K

DOOO O OO RAX
ZzZzzz z ozoooo=z=

R.09.RBF168
PZ.CD.90.ANT
PZ.CM.05.SIVcpzMT145
CPZ.GA.88.GAB1
CPZ.TZ.00.TAN1
CPZ.US.85.US_Marilyn

00 T 0000 g 00000000 2222

HIV-1/SIVepz

Proteins

1od

surjold ZdIAIS/T-ATH



(4%

0107 wnipuddwo)) duanbag ATH

B.FR.83.HXB2
A.CD.02. OZCD KTBO35
A.SN.01.DDJ369
Al.AU.03.PS1044 Day0

.CY.06.CY171 —
Al.GE.99.99GEMZ011

. .60000
Al.KE.02.ML1990
Al.RU.08.PokAlRu

Al.RW.93.93RWO37A
Al.SE.95.SE8538

"UA.01.01UADN139
AT.UG.99.99UGA07072
Al.ZA.04.04ZASK162B1
A2.CD.97.97CDKTB48
A2.CY.94.94CY017 41

AR.04.04AR143170

AU.04.PS1038_Day174

B0.99.B0LO122

BR.05.BREPN1081

CA.97.CANB3FULL
CN.05.65CNHB_hp3

1.PCMOO1

CU.99.Cul9
CY.06.CY165
6.D31

.86.D
DK.04.PMVL 012
D0.05.05D0” 160884
EC.89.EC003

.07.X2231
FR.92.92FR_BX08
8.0YI

GB.86.GB8 46R

GE.03.03GEMZ004
HT OSiQSH;’IZQSSQ

80
JM.05.05JM_KJ108
JP.05.DR6538
KR.04.04KMH5
MM.99.mSTD101

. 671 00T36
04RU128005

00TH C3198
01TT CRC50069
01UAKV167
CROO27M
01UYTRA1179

03ZAPS045MB2
BW.00 . 00BWO7621
8. YNRL9B40
X2118 2

.07
ET.02.02ET 288
3.03GEMZ033
.9815002

.C0178
US.98.98US MSC3018
.TRA3011

.02YE511
ZA.05.05ZAPSK240B1
ZM.02.02ZM108

.83.ELI
CM.01.01CM_0009BBY
6.CY163
KE.97.ML415 2
KR.04.04KEHE
TD.99.MNO11
.01.A280
UG.99.99UGK09958
YE.02.02YE516
90.R1
.A0.06.A0_06_ANG125
02.ARE933

"BE.93.VI850
'BR.07.07BR844

e
=
o

.R0.96.BCI RO7
1.RU.08.D88_845
.97.CM53657
BE.96.DRCBL
CM.04.178 15
CU.99.Cu73
.05.P962
.03.03GH175G
KE.93.HH8793 12 1
NG.01.0INGPLD669
PT.x.PT2695
SE.93.SE6165
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sul)0id

ZdOAIS/L-AIH

-~ i

VX

-
I
T
T
I
T
T
A
T
T

-7
T
S
T
T
T
T
T
T
T
T

p51RT endvp
ENREILKEPVHGVYYDPSKDLIAEIQKOGOGOWTYQIYOEPF KNLKTGKYARMRGAHTNDVKQLTEAVQKITTESIVIWGK. TPKFKLPIQKETWETWWTEYWQATWIPEWEFVNTPPLVKLWYQLEKEPIVGAETFYVDGAANRETKLGKAGYVTNRGRQKVVTLTDT
Vv V---VAV R A--MD D D

mMiH>>CN >3 >

>>>H>

HiHZ HDHHH 0>

15 RNase H start

627

624

surjolg ZdIAIS/T-ATH

1o0d



0107 wnipuadwo)) duanbag ATH

3%

p51RT en(]VplS RNase H start

B.FR.83.HXB2 ENREILKEPVHGVYYDPSKDLIAEIOKOGOGOWTYOIYOEPF KNLKTGKYARMRGAHTNDVKQLTEAVQKITTESIVIWGK . TPKFKLPTQKETWETWWTEYWQATWIPEWEFVNTPPLVKLWYQLEKEPTVGAETFYVDGAANRETKLGKAGYVTNRGRQKVVTLTDT 627
H.BE.93.VI991 E S V----A JI---R H H 625
H.BE.93.VI997 624
H.CF.90.056 626
H.GB.00.00GBAC4001 625
J.CD.97.] 97DC KTB147 624
J.SE.93.5E92807887 625
J.SE.94.SE917377622 625
K.CD.97.97ZR EQTB11 627
K. CM.96.96CM_MP535 627

1 AE.CF.90.90CF11697 625

1-AE.CN.07.07J5WX045 625

1”AE.HK.04.HKB01 623

1-AE.JP.x.DR0492 627

1"AE.TH.04.BKM 626

17AE.US.00.00US MSC1164 627

1-AE.VN.98.98VNND15 626
2 AG.CM.02.02CM 0013BBY 627
27AG.CY.05.CY048 627
27AG.ES.06.P1261 627
27AG.FR.91.DJ263 627
27AG.GH.03.03GH181AG 627
27AG. LR.x. POC44051 627
27AG.NG.91. 627
5-ne: 801 PE9RTD 627
27AG. 5N1.98.98SE MP1211 627
27AG.US.00.000US MSC3083 627
5-he U265 65070683 627
03 AB.RU.97.KAL153 2 627
04_cpx.CY.94.94CY032 3 626
05_DF.BE.x.VI1310 627
06_cpx.AU.96.BFP9O 629
97 BC.CN. 98.98CN009 627
08~BC.CN.97.97CNGX 6F 623
097 cpx. B 36 6 ti0tn 621
10 CD.TZ.96.96TZ BFO61 626
11_cpx.CM.95.95CM_1816 625
12_BF.AR.99.ARMA159 627
13_cpx.CM.96.96CM_1849 634
14_BG.ES.00.X605 626
15_01B.TH.99.99TH_MU2079 626
16 A2D.KR.97.97KR004 627
17-BF.AR.99.ARMAG38 627
18~ cpx.CU.99.CU76 625
19_cpx.CU.99.CU7 626
20_BG.CU.99.Cu103 623
21 A2D.KE.99.KER2003 625
22701A1.CM.01.61CM_0001BBY 627
237BG.CU.03.CB118 623
24 BG.CU.03.CB378 618
25_cpx.CM.02.1918LE 626
26_AU.CD.62.02CD_MBTB047 625
27_cpx.FR.04.04CD_FR_KZS 625
28 BF.BR.99.BREPM12609 627
29 BF.BR.01.BREPM16704 627
31 BC.BR.04,04BR142 633
32-06A1.EE.01.EE0369 627
33°01B.MY.05.05MYKLOO7 1 627
34 01B.TH.99.0UR2478P 627
35_AD.AF.05.05AF095 626
36_cpx.CM.00.00CMNYUS30 627
37_cpx.CM.00.00CMNYU926 624
38 BF1.UY.03.UY03 3389 631
397BF.BR.04.04BRRI179 630
40_BF.BR.05.05BRRJ055 627
42 BF.LU.03.1uBF_05_03 630
43°02G.SA.03.J11223 626
N.CM.95.YBF30 634
N.CM.97.YBF106 632
N.CM.02.DJ00131 632
N.CM.04.04CM 1815_04 633
0.BE.87.ANT70 R Q-D 623
0.CM.x.BCFO6 R Q-D 623
0.CM.91.MVP5180 K Q-D 623
0.CM.96.96CHMA102 K Q-D 623
0.CM.97.97CMABB447 R Q-N 625
0.CM.98.98CMA104 R Q-D D- 622
0. CM. 9. 99CHU4122 R Q-D Q- N- 622
0.FR.9 K Q-D “IR--ANVI--V3Q-A-I- D- 624
DO.FR. os RBFZOS R Q-D -IR--AAV---VSQ- - - D- 622
0.SN.99.99SE MP1299 K Q-D -IR--A-VL-RVSQ-A-I- D- 623
0.US.x.1 2478B K Q-D -TR--A-VL--V5Q-A- N- 623
0.U3. 37, 97U508692A K Q-D EIR--A-VL--V5Q-A- N- 620
0.US.99.99USTWLA R Q-D “IR--A-V---ASQ-A- . D- 613
P.FR.09.RBF168 cKeee e Q-E -IR--A-VI--TSQ . 619
CPZ.CD.90.ANT —*KO——QQKIE Y--Q-G E-R--AGV----GL . - 627
CPZ.CM.05.SIVCcpzMT145 A----E SIR--A-T----A- R--V---M--A T---E----Y THS 626
CPZ.GA.88.GABI -D-E- IR--A------A- w 625
CPZ.TZ.00.TAN1 KLP- IR--AGLI---GN . 623
CPZ.US.85.US_Marilyn . SIR--V-V----A- . 629

HIV-1/SIVepz

Proteins

1od

surjold ZdIAIS/T-ATH



pee

0107 wnipuddwo)) duanbag ATH

sul)0id

ZdOAIS/L-AIH

p66 RT, p15 Rnase H endvp3l Integrase start

B.FR.83.HXB2 TNQKTELQAIYLALQDSGLEVNIVTDSQYALGIIQAQPDQSESELVNQIIEQLIKKEKVYLAWVPAHKGIGGNEQVDKLVSAGIRKVLFLDGIDKAQ.DEHEKYHSNWRAMASDFNLPPVVAKEIVASCDK . CQLKGEAMHGQVDCSPGIWQLDCTHLEGKVILVAVHVA 795
A.CD.02.02CD KTBO35 ~ ------- Hemooome e R----I------ K--E---I--S------------ K------ R E--.A------ N----mmmeeee - I . 795
A.SN.01.DDJ369 I K--E S -N 794
Al.AU.03.PS1044 Day0 -S 793
A1.CY.06.CY171 -N 795
Al.GE.99.99GEMZ011 -N 795
Al.IT.02.60000 -S 790
Al.KE.02.ML1990 -K 795
Al.RU.08.PokAlRu -N 800
Al.RW.93.93RWO37A -S 795
Al.SE.95.SE8538 -S 795
Al.TZ.01. -S 795
Al.UA.01.01UADN139 -D 795
A1.UG.99.99UGA07072 -S 795
Al.ZA.04.04ZASK162B1 -S 794
A2.CD.97.97CDKTB48 -C 788
A2.CY.94.94CY017_41 -S 795
B.AR.04.04AR143170 -N 795
B.AU.04.PS1038_Dayl74 789
B.B0.99.B0LO122 796
B.BR.05.BREPM1081 795
B.CA.97.CANB3FULL 798
B.CN.05.05CNHB_hp3 795
B.C0.01.PCMOO1 795
B.CU.99.Cul9 798
B.CY.06.CY165 810
B.DE.86.D31 795
B.DK.04.PMVL 012 790
B.D0.05.05D0_ 160884 796
B.EC.89.EC003 799
B.ES.07.X2231 795
B.FR.92.92FR_BX08 793
B.GA.88.0YI 795
B.GB.86.GB8 46R 801
B.GE.03.03GEMZ004 794
B.HT.05.05HT_ 129389 790
B.IN.x.11807" 795
B.JM.05.05JM_KJ108 K 794
B.JP.05.DR6538 K -S 795
B.KR.04.04KMH5 K -S 795
B.MM.99.mSTD101 K -S 796
B.NL.00.671 00T36 K -S 803
B.RU.04.04RU128005 K -S 794
B.TH.00.00TH C3198 K -S 795
B.TT.01.01TT CRC50069 K I-S 794
B.TW.94.T K -S 795
B.UA.01.01UAKV167 K -S 802
B.US.07.CROO27M K -S 798
B.UY.01.01UYTRA1179 K I-Sl 795
B.YE.02.0. K -S 796
B.ZA.03.03ZAPS045MB2 T 795
C.AR.01.ARG4006 K -S 790
C.BR.04.04BRO13 K -S 799
C.BW.00.00BWO7621 K -S 791
C.CN.98.YNRL9840 K -S 791
C.CY.05. K -S 796
C.ES.07.X2118 2 K -S 791
C.ET.02.02ET 288 K -S 797
C.GE.03.03GEMZ033 K -S 790
C.IL.98.9815002 K -S 795
C.IN.03.D24 K -K 799
C.KE.00.KER2010 K -S 791
C.MM.99.mIDU1O1 3 K -S 791
C.MW.93.93MW_965 K S- -S 792
C.SN.90.90SE_364 K S- -S 787
C.S0.89.89SM 145 K S- -S 802
C.TZ.02.C0178 K S- -S 791
C.US.98.98US MSC3018 K S- -K 789
C.UY.01.TRA3011 K S- -N 791
C.YE.02.02YE511 K S- -S 789
C.ZA.05.05ZAPSK240B1 K S- -R 791
C.ZM.02.02ZM108 K S- -N 786
D.CD.83.ELI K -Q 794
D.CM.01.01CM_0009BBY K -S 796
D.CY.06.CY163 K -R 794
D.KE.97.ML415 2 K -N 794
D.KR.04.04KBH8 K -N 794
D.SN.x.SE365 K -K 800
D.TD.99.MNO11 K -S 796
D.TZ.01.A280 K -S 796
D.UG.99.99UGK09958 K -N 794
D.YE.02.02YE516 K -S 796
D.ZA.90.R1 K -Q 794
F1.A0.06.A0 06_ANG125 A K 797
F1.AR.02.ARE933 A K 794
F1.BE.93.VI850 A K 796
F1.BR.07.07BR844 A 801
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A.SN.01.DDJ369 K P Q H OO 162
A1.AU.03.PS1044 Day® 62
A1.CY.06.CY171 ~ H 62
Al.GE.99.99GEMZ011 N H 62
A1.IT.02.60000 N H 62
A1.KE.02.ML1990 N H 62
A1.RU.08. PokAlRu N H 62
A1.RW.93.93RW37A N N 62
Al.SE.95.5E8538 N H 62
A1.7Z.01. N H 62
A1.UA.01.0TUADN139 N H 62
A1.UG.99.99UGAB7072 N H 62
Al.ZA.04.04ZASK16281 N H-A 62
A2.CD.97.97CDKTBA8 N H 62
A2.CY.94.94CY017 41 N H 62
B.AR.04.04AR143170 62
B.AU.04.P51038 Day174 . 60
B.B0.99.B0LO122 N Keoo- . 62
B.BR.05.BREPM1081 - 62
B.CA.97.CANB3FULL 62
B.CN.05.05CNHB_hp3 62
B.C0.01.PCNMEOL 62
B.CU.99.Cu19 62
B.CY.06.CY165 62
B.DE.86.D31 62
B.DK.04.PMVL 012 62
B.D0.05.05D0 160884 62
B.EC.89.EC003 62
B.ES.07.X2231 61
B.FR.92.92FR BX08 61
B.GA.88.0YI ~ 62
B.GB.86.GB8 46R 62
B.GE.03.03GEMZ004 62
B.HT.05,05HT 129389 62
B.IN.x.11807" 62
B.JM.05.05]M KI108 62
B.JP.05.DR6538 62
B.KR.04 . 04KMH5 62
B.MM.99 mSTD101 62
B.NL.00.671 00736 62
B.RU.04.04RU128005 62
B.TH.00.00TH 3198 62
B.TT.01.01TT CRC50069 62
B.TW.94.T 62
B.UA.01.01UAKV167 62
B.US.07.CRO027M 62
B.UY.01.01UYTRA1179 62
B.YE.02.0 62
B.ZA.03.03ZAPS045MB2 63
C.AR.01.ARG4006 H 62
C.BR.04.04BRO13 H 62
C.BW.00.00BWO7621 H 62
C.CN.98.YNRL984D H 63
C.CY.05. H 62
C.ES.07.X2118 2 H 62
C.ET.02.02ET 288 H 62
C.GE.03.03GEMZ033 H 62
C.IL.98.9815002 H 62
C.IN.03.D24 H 62
C.KE.00.KER2010 H 62
C.MM.99.mIDU101 3 H 63
C.MW.93.93MN 965 H 62
C.SN.90.90SE 364 H 62
€.30.89.895M 145 H 62
€.72.02.C0178 H 62
C.US.98.98US MSC3018 H 62
C.UY.01.TRA3011 H 62
C.YE.02.02YE511 H 62
C.ZA.05.05ZAPSK240B1 H 62
C.ZM.02.027M108 H 62
D.CD.83.ELI 62
D.CM.01.0ICM 0009BBY 62
D.CY.06.CY163 62
D.KE.97.ML415 2 62
D.KR.04.04KBH8 62
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D.7D.99.MNO11 62
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F1.BR.07.07BR844 R 62
F1.ES.x.P1146 R 62
F1.FI.93.FIN9363 R 62
F1.FR.96.96FR MP411 R 62
F1.JP.04.DR60B2 R 62
F1.R0.96.BCI RO7 R 61
F1.RU.08.D88 845 R 62
F2.CM.97.CM53657 R 63
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E HI----SWY-T...-E-I-DI... .-ST--G---N--. .FQNGNSTW-D-A-NG- - - - - - 405
-N----FTKP-Q------ DVGQ- RIGPGRAFYTRQTYTRQAK DI... .-SRQ--D--QKV. -EQ--KY-S-K . . . e PANASRE E- KDRNV»»-- 417
H--E--Q- -E-I-DI... -KTQ--K--E-V.RA--ESH-P-K . . P D-D--SN- 409
--T-P-N-T- . s . -EKD--D- -HEV. - TQ-GGHLNKS . . KTfo—IKLDNTTNXONG— 414
-FTxP-K- . -KKE-KEA-QEV. -KQ-TVL-N.K . e B B T 1 L x----Q- 368

-V . .NKT---EM-QKV.KA--A-SYNK-I....... . R B R sl 1 R NN-GN----- 403
-------- E--V------ . e . e .-G-E--K--QRV.-I---RL-N-K..... . . ---E-STWNSTESNNS------ 413
. .. .NKTE- -E- -HGV.VKQ- -KHWN.K. .. .. . ... .HDNTTGLDNTNG--I--- 403

.N-TA--E-MQKV.KA--A-SYNTST....... EN-T-. 410

.N-T--EEMIQ-V.KAE-A-SYNKSI .LNS-R-DSKN- - 418

--5Q--K--QGV.VAQ--KH-K-TI.... . .TNSTA-G-D-N-N 412

.HL---QS-YAT --KD-DKA-SKV. -KQ-SDH-P-K . .KDGNWTTQENGTNEN- ---- 413

--Y---.N-KE--G--YKV.VAQ-GRHLN-MS. . .. ... TINFQ. . . TKNSTTGE-GNTAN- - -Q- 420
. .Q. AHCNISREKWENTLRQVVTK . LEEQFTKL - EQFKDF . . KNR- -A- . N- - . KWNN -WNNTGKGADKN- - -L- 427
SL.-ES--KR--E--.-T--G---KI-E....... TIAFD.QPP. -RLD. . .NN.TSWEQDNNTRNGTNSNN- - - - - - -

.GK--A-H-P-K
V.IA--K-S-PGK
.SE--K-H-K-K
.-G---KH-.-K
.-TQ--QHW. -K
.NATE--D--Q-V.VQ---KFW.-T
.NKTE- -KA-QKV. VAQ- -NH- - - T
.KE---SY-P-E

.SL---SVWYRP. ..
JHL-R--IMYVT...

. .-D-V-DI

..HI---Q--YK-...-D-I-DI
..RI---QT-YAT...DI-.-DI...
..PI---Q--YAR...NDVI-DI...
.RI---QT-FAT...-D-I-DI...
D-I-DI...

. .NVTRLNNTN- -
TQIP-RTTDGN- - - - - 411
.. .DTASNNG------ 399

-I-DI... .KEE-KSH-P-G 404

--TQ-DK----V.GAE-KRL-H-K 411

--EQ--K--ERV.RG---SL-.-K 384

.--TR--E---NV.KAQ-HKI-N.K 399

V. -KEL-EPMWNRT .REEIKKIL-K-N. 406

. .SEE-GSMWNKT .KK-IKRLL---T. 393

.. . .SNE-RSMWNKT . KE - IKSLL---I.... 397
NML--W-XT-S------G---GGQV. . --V..SEE-KSMWDRT.KE-IKGLL---T. . . . .DE-GTUNG--I--- 384
-N---T--STLNMT-E--QID.IQEM . .-A-Y-KY.NATD- GKI---T.-ERYL LVN- TGS ...... INMT-.N -TAKM- -Y-FSCNGTTCS. . .. .V-.-VSQGNNG---- 411
-N-V-T----INMT- - -KGRGKIQ- - SM. . . AAKTE.XTEHRVX-I-Y-MY NNTE-I----- . -ERYL - LVNKTRNLSKTRNFS - - - . DTSR- - -Y-FKCNGSQCN. . . . ETNKTQ- NKTODTII-- 427
-N---T---PINMT-I-EGIAEVQD- ... TLKRS-NTSPRS. -V-Y-TY.NKTV- E A-Q- T.-IRYLNLVNQTEN S S . . - IKG! KNG-I-- 421
-N-L- T--S--SMT-E--Y- ..-IGRD-ATDP...-R-F-SF.NTTD-VK----T.-ERYL-L e .DNSTN-TNSING-SMI-- 424
EN-L-T--STIS-T- .. .TLEQNKTGS.NI.-T-Y--Y.NGSD-EG---GV.-ERYL-LINQTNN .. . .NSK-S-HNNTMT-I-- 413
RN-L-T--STIN-T-E-- . .DIGR--TSDP...-R-F-KF.EET--KEA---T.-ERYL-LVN-TID . e .. .NNRT.DN-TND-I-- 418
-N---T-DSAIN-T- .-ISSPLSNAS. . .-L-Y-RY .-ERYL-LVN-TNNTD. DNVSM--. -T--M--Y-FSCNGTSCT....... NNQSNSENKNGTLTEI-- 419
EN-LIT---DMT-A- M. . .ALSNTKGD...T.-A-Y-- .TERYL-LVEY-QT..... V--K-. A-VTNFF---H- -TN----H-FSCKKNMTY. . ... NKINCTNISNNSNG-QAI-- 423
-N----F-K-IS-T- ..ND-T-DI...... . -GGNXS---H-V.-K---NLYNTT......... K---. =T D- DTSK---G--.........ouut NNGTWE-S-WNNTD--I-- 414

- .. .SLAQEGKPN.NS. -I-Y-KY.NISD-EKA---T.-ERYLDLRN-TNT...... VUN-T-. .I---S-VTHLH---H- -TSKM--Y-FSCIGTNCT.......... SNQ-SSN-NDTRIY- 423
IT- .. .ELKKDTNTSKS. -I-Y-EY.NPKD-EKA-R-T.-ERYL-LVN-TGNINX*YSI-V..... x.T -TQLH---H- -TS-M- -HNFSCTGTTCS. . ..Y-GILYNHTFSQNTTSTKI-- 437
IT- .ELKKDTNTS . KS.—I*Y*EY.NTK**EEA—R*T.fERYLfLVNfTGV ...... REM--.NYN.T-- ffTOLHfffH— -TS-M--YIFNCTGTTCN. ...Y-KNIQNYTFSQNTTSTKI-- 437

- .TD--I-VTHLH---H- -TN-M--Y-FECNNSNCR. ....... IQND---YENS-R-IY- 420

.-LGN-YTNRS...-I-F-TY.NATE-KE--QG-.-ERYL-LVNYTEK...... IN-T-
. KFYT-DI...... . -MQN-TE- - -SVXVRPSGKLIL-PPTx....NH-FV-
..EIAT-DT... .NKTL EOARNKT EHV - A - HWKKVDNK . TNAKTI.M £

YV---K--KN-S-T-V--G----GQV..
VRFGKEFENL T-T-I--G-R-VRNL..
NLA-I--KDP-K-T- G GQ-. .

. .GACTGKH-GENM- - - - - - 424
TG LITNGALIAH- 411

LENVV-DT... NGTQ-AKA-NET.KEV--NILR.K......... N-S-. ITII-- 399

LENVV-DT... .NGTT- -R- VEEV . KKA- ATSSNRTA. ...... AN-TL. I 402

.. LENVV-DT... .NATT - YRN DWA.MAAINTTMRARNE. .. .. TVQQT - . 410
.-L--FSEG-NMT-I--G---VGNV... ..P--V-DV .-KLT-E .KQ.RKYTL-IIKKEAN..... LTKVEL. 387
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ZdOAIS/1-AIH
CD4 glycosylation NES fusion peptide
CQ4 CD4 glycosylation NIT V5 gpl20 endvépétl start
B.FR.83.HXB2 RIKQII.NMWQ. KVGKAMYAPPISGOIR .ESSNITGLLLTRDGG NSNNESEIFRPGGGDMRDNWRSELYKYKVVKIEPLGVAPTKAKR.RVV. .. ... QREKRAVG IGALFLGFLGAAGSTMGAASMTLTVOARQLLSGIVOQQNNLLRAIEAQQH 564
A.SN.01.DDJ369 coeV-K--- R--Q-------Q-V-K..-V----- | e N-K .- U S LeeVee e ToocAmcmmcoaeon- [ Q 567
Al1.AU.03.PS1044 Day0 Y - -- I 570
A1.CY.06.CY171 L 579
Al.GE.99.99GEMZ011 . L 560
Al1.IT.02.60000 E.. L 565
Al.KE.02.ML1990 K.. I 562
A1.RU.08.PokAIRu K. L 564
A1.RW.93.93RWO37A - I 557
Al.SE.95.SE8538 K. I 562
Al1.TZ.01. - I 554
A1.UA.01.01UADN139 S.. L 562
A1.UG.99.99UGAQ7072 K.. I 563
Al.ZA.04.04ZASK162B1 -v.-E------T------LE..........LN-TNN-T----------------o----T----------R---.---. . WE-------L--V--- I 567
A2.CD.97.97CDKTB48 K.. I 551
A2.CY.94.94CY017_41 K.. L 566
B.AR.04.04AR143170 S. N 555
B.AU.04.PS1038_Dayl74 K. \ 558
B.B0.99.B0L0122 K. v 558
B.BR.05.BREPM1081 K. L 544
B.CA.97.CANB3FULL - Vv 558
B.CN.05.05CNHB_hp3 N. I 567
B.C0.01.PCMOOT - 558
B.CU.99.Cul9 S. 571
B.CY.06.CY165 S. 567
B.DE.86.D31 - 558
B.DK.04.PMVL_012 K. 565
B.D0.05.05D0_ 160884 N. 550
B.EC.89.EC003 562
B.ES.07.X2231 557
B.FR.92.92FR_BX08 551
B.GA.88.0YI ~ 563
B.GB.86.GB8 46R 557
B.GE.03.03GEMZ004 565
B.HT.05.05HT_ 129389 570
B.IN.x.11807" 562
B.JM.05.05JM_KJ108 562
B.JP.05.DR6538 572
B.KR.04.04KMH5 561
B.MM.99.mSTD101 568
B.NL.00.671 00T36 563
B.RU.04.04RU128005 555
B.TH.00.00TH C3198 559
B.TT.01.01TT CRC50069 568
B.TW.94.T 554
B.UA.01.01UAKV167 573
B.US.07.CROO27M 583
B.UY.01.01UYTRA1179 580
B.YE.02.02YE507 . . . . . . 569
B.ZA.03.03ZAPS045MB2 . . .-NT-DN - . -a---- 558
C.AR.01.ARG4006 R E-N 561
C.BR.04.04BRO13 R E-K 566
C.BW.00.00BWO7621 K E-K 551
C.CN.98.YNRL9840 K E-K 569
C.CY.05.CY040 K E-K 568
C.ES.07.X2118 2 K E-K 546
C.ET.02.02ET 288 -R E-K-------G---.A--......G-----A..L------ 558
C.GE.03.03GEMZ033 -N E-K 566
C.IL.98.98I5002 -K E-K---T-------.---, ., . .E----- 552
C.IN.03.D24 -K EVK 576
C.KE.00.KER2010 -T E-K 563
C.MM.99.mIDU101 3 -K E-Q 560
C.MW.93.93MW 965 -K E-K 553
C.SN.90.90SE" 364 -K E-K 549
C.50.89.89SM 145 T E-K 561
C.TZ.02.C0178 -N E-K 570
C.US.98.98US MSC3018 -K E-K 546
C.UY.Ol.T A30 -R E-K 559
C.YE.02.0 T E-K 563
C.ZA.OS.OSZAPSK24OBI -N E-K 547
C.ZM.02.02ZM108 -A E-Q 580
D.CD.83.ELI - Q 561
D.CM.01.01CM_0009BBY .E -T R 573
D.CY.06.CY163 G -K 565
D.KE.97.ML415 2 G 566
D.KR.04.04KBH8 E 550
D.SN.x.SE365 R 558
D.TD.99.MNO11 G 553
D.TZ.01.A280 G 560
D.UG.99.99UGK09958 G 551
D.YE.02.02YE516 G--R 554
D.ZA.90.R1 G 566
F1.A0.06.A0 06 ANG125 G--Q--- N 553
F1.AR.02.ARE933 E--R N 552
F1.BE.93.VI850 -.G--R N 539
F1.BR.07.07BR844 .EE-R N 557
F1.ES.x.P1146 .G--Q N 569
F1.FI.93.FIN9363 E--R - 550
F1.FR.96.96FR MP411 G--Q N 551
F1.JP.04.DR6082 E-- N 566
F1.R0.96.BCI_RO7 G--Q N 571
F1.RU.08.D88_845 G--R N 565
F2.CM.97.CM53657 R--R 557
G.BE.96.DRCBL R--Q V- -S 555
G.CM.04.178_15 G-Q V- -S 561
G.CU.99.Cu7 R--Q V- -S 564
G.ES.05.P962 R--Q V- -S 554
G.GH.03.03GH R--Q V- -S 563
G.KE.93.HH8793 12 R--Q V- -S 551
G.NG.01.01NGPL6669 R--Q V- -S 557
G.PT.x.PT2 R--Q Vv - -T V- -S 584
G.SE.93. SE6165 TR--Q-------A-N-E..-N-S--=-T--=---NNN. ... . NTNTS-=--nnmsmmmmmmocaaaao T---KS»»----R R-. [V [T 567
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CD4 glycosylation NES fusion peptide
Vs

CD4 CD4 glycosylation NIT gpl120 endvépétl start
FR.83.HXB2 RIKQII. NMWQ KVGKAMYAPPISGQIR..fSSNITGLLLTRDGG QREKRAVG IGALFLGFLGAAGSTMGAASMTLTVQARQLLSGIVQQQNNLLRAIEAQQH 564
. .M--F I Q

BE.93.VI991 K----V.----.
BE.93.VI997 V.
CF.90.056
.00.00GBAC4001
CD.97.] 97DC_KTB147
SE.93.SE9280” 7887
SE.94.SE9173_7022
CD.97.97ZR_EQTB11
.CM.96.96CM_MP535

AE.CF.90.90CF11697
—AE.CN.07.07JSWX045
AE.HK.04.HKOO1
_AE.JP.x.DR0492
—AE.TH.04.BKM
AE.US.00.00US MSC1164
_AE.VN.98.98VNND15

AG.CM.02.02CM 0013BBY
.CY.05.CY048
AG.E%.GG.PIZGI

AG.GH.03.03GH181AG
AG.LR.X. POC44951
.NG.01.

“AG.SE.94. SE7812
AG.SN.98 98SE_MP1211
2_AG.US.00.00US MSC3083
2 AG.UZ.GZ 02UZ0683

03_AB.RU.97.KAL153 2
04_cpx.CY.94.94CY032_3
05_DF.BE.x.VI1310
06_cpx.AU.96.BFP90

07_BC. CN 98.98CN0OO9
08_BC.CN.97.97CNGX 6F
09" cpx. GH 96.96GH2911

10 CD.TZ.96.96TZ BFO61
11_cpx.CM.95.95CM_1816
12_BF.AR.99.ARMA159
13_cpx.CM.96.96CM_1849
14_BG.ES.00.X605
15_01B.TH.99.99TH_MU2079

16_A2D.KR.97.97KR004
17_BF.AR.99.ARMA038

18 cpx.CU.99.CU76
19 cpx.CU.99.CU7
20_BG.CU.99.Cu103

21 A2D.KE.99.KER2003
22”01A1.CM.01.01CM_0001BBY

237BG.CU.03.CB118

24 BG.CU.03.CB378
25_cpx.CM.02.1918LE
26_AU.CD.62.02CD_MBTB047
27_cpx.FR.04.04CD_FR_KZS
28 BF.BR.99.BREPM12609
29 BF.BR.01.BREPM16704

31 BC.BR.04.04BR142
32_06A1.EE.01.EE0369

33°01B.MY.05.05MYKLOO7 1
34 01B.TH.99.0UR2478P
35_AD.AF.05.05AF095
36_cpx.CM.00.00CMNYUS30
37_cpx.CM.00.00CMNYU926 ~  ----- (VU VO
38 BF1.UY.03.UY03 3389
397BF.BR.04.04BRRI179
40_BF.BR.05.05BRRJ055
42 BF.LU.03.1uBF_05_03
43°02G.SA.03.J11223
CM.95.YBF30 <-R--V.-L-T.R---GI-----
CM.97.YBF106 V.
CM.02.DJ00131
CM.04.04CM 1015 04 -----
BE.87.ANT70
CM.x.BCFO6
CM.91.MVP5180
CM.96.96CMA102
CM.97.97CMABB447
CM.98.98CMA104
€M 99.99CHU4122
(FR.O
0.FR. os RBFZOS
.SN.99.99SE_MP1299
US.x.1 2478B
[03:87.970568692A
-US.99.99USTWLA
R
Z.

cosT----o-I--F-R...

AX UULITITT @
@
@
<

|
P33
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. XHXT-NVT -
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. S-GT-QN-T-
.NQTG-QNDT-
L -T-STNDT--------

-AT,
TAT--A--THT MK-
-ATA- - -RTQH-IK-
R VA
-ATA- A--TQS MK-
-ATA----THT-IK-
-ATA- ——THT IK-
-GI--S-RTHS-IR-

[t e et e e I et ol il
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A= Z <X—AA—A—A— A== — — — >~

ADDX > URRAXRATVOUX DDDD

[

Y- A SSNTTLS ToE--NT---oe- P----QVKA-A----RVS-PTIM. .AHDAH-K- -GA- .L-

...... TVKVS-AA.RVA-Q--A--SR-Q- -E-D--5----TG- - PEIK, OHS Q--GI-.
GEDQDONNTYVCLT--N-K I- E-Q YA-EK. L-aL

. GNLT---T--N-K-I-

o NNSYTPQFSAVVE-Y-K

NDSRNITVM-T-- - -TAL-KN- -

R.09.RBF168 -L--VV.

CEEEE=T 0 EZTETEZ=E=

PZ.CD.90.ANT
PZ.CM.05.SIVcpzMT145
CPZ.GA.88.GAB1
CPZ.TZ.00.TAN1
CPZ.US.85.US_Marilyn

00 T 0000 g 00000000 2222
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B.FR.83.HXB2
A.SN.01.DDJ369
A1.AU.03.PS1044 _Day0O
.06.CY171

Al.GE.99.99GEMZ011

. .60000
Al.KE.02.ML1990
A1.RU.08.PokA

.PokA1Ru
A1.RW.93.93RWO37A
Al.SE.95.SE8538

. .01UADN139
A1.UG.99.99UGAQ7072
Al.ZA.04.04ZASK162B1
A2.CD.97.97CDKTB48
A2.CY.94.94CY017_41

B.AR.04.04AR143170
B.AU.04.PS1038_Dayl74
.B0LO122

BR.05.BREPM1081
CA.97.CANB3FULL
CN.05.65CNHB_hp3
1.PCMOO1
CU.99.Cul9
CY.06.CY165
6.D31
JPMVL 012
D0.05.05D0_ 160884
LEC003
107.X2231
FR.92.92FR BX08
8.0YI ~
GB.86.GB8 46R
GE.03.03GEMZ004
HT.05,05HT 129389
.11807~
JM.95.95IM_K1108
5.DR6538
KR .04 . 04KMH5
MM.99 .mSTD101
100.671 00736
04RU128005
00TH 3198
01TT CRC50069
01UAKV167
CROO27M
01UYTRA1179
2YE507
03ZAPS045MB2

BW. 00 . 00BWO7621
N1 98 YNRL 9840

.03.03GEMZ033
IL.98.9815002
.03.D24
KE.00.KER2010
MM.99.mIDU101 3

. 78
US.98.98US MSC3018
UY.Ol.T A30

ZA:OS:OSZAPSK24OBI
1027M108

LELI
CM.01.01CM_0009BBY
.06.CY163
KE.97.ML415 2
KR.04.04KBH8

SN.x.SE365
TD.99.MNO11

.01.A280
UG.99.99UGK09958

.02.02YE516
ZA.90.R1

.A0.06.A0_06_ANG125
.AE.OZ.ARE933

.93.VI850
.07.07BR844

PR R
@
o

F1.R0.96.BCI_RO7
F1.RU.08.D88"845
F2.CM.97.CM53657

.93.Hl
NG.Ol.OlNGPLGGGg
PT.x.PT2
SE.93. SE6165
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ZdOAIS/L-AIH

glycosylation NAS

immunodominant re%lon
LLQLTVWGIKQLQARILAVERYLKDQQLLGIWGCSGKLICTTAVPWNASWS
M-K N S .

hq—
-

< === A4+ LLLL—HLVLLNn

glycosylation NKS

glycosylation NHT

. -DN
©---QSK--DNM--LQ--K--5

.---QSE--DNM--LQ- -K--§

©---YDD--QNM--LQ--K--§
. HDE Y

K M
. -RN-SK--DNM- - -Q-EK--D

glycosylation NYT
NKSLEQIWNH WMEWDREINNYTSLIHSLIEESONOOEKNEOELLELDKWASLWNWFNITNWLWYIKLFIMIVGGLVGLRIVFAVLSIVNRVROGYSPLSFOTHLPT.
.---YSE--DNM--LQ--K--S---D--YN A S

.----NE--DNM---Q E---DS--ND-YR--
© -~ -HDE- - -NM- D---AE-YT

D Q
---QTD---NL---Q--K
---Q-E---NM------K
.- -TYND- -DNH- - Q-

DN 8- 1GI-YK
"< <NQTE- -DNM- - -Q- -K- -3-- -YT
" R-Q-E--DNM---Q- -K-V3--SDT-YK-L-

S~ ZHDE---NM- - -Q-EK-
- -TYNE--DKM- - -Q-EK- -5

YR------Y-
“2K--3--SNI-YN-L-Q--I---

.--TYDE---NM---Q-EK--S-HSET-YR-L----5S--DR
.---QNE--ENM- - -Q-EK--S

GT-YK---NA-=------
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glycosylation NAS glycosylation NHT
immunodominant re%lon glycosylation NKS glycosylation NYT =
FR.83.HXB2 LLQLTVWGIKQLQARILAVERYLKDQQLLGIWGCSGKLICTTAVPWNASWS. ......... =
BE.93.VI991 M \ N S . <
BE.93.VI997 i N
CF.90.056

AX UULITITT @
@
@

BESUNISISON T
b3
[

|
P33
[

.00.00GBAC4001
.97.]_97DC_KTB147
193.5E92807887
194.5E917377022
.97.97ZR_EQTB11
196.96CM_MP535

.CF.90.90CF11697
.CN.07.07J8WXG45

1US.00.00US MSC1164
.VN.98.98VNND15

.CM.02.02CM 0013BBY
. Y048

.GH.03.03GH181AG
.LR.61P0C44951

+---Yxx--ENM
----HDE--_NM--y

SS--Y-D--ENM--IQ-E--

+---QSE--ENM---Q-EK--S-H_-T-R. -
<= -W-E---NM---- EK--G--SDT-YK------

.==P-DE-%-NM----- [ Go-YN-oommmmeeoo O N D-SK------ Tooommmmaaeee-

-D--A-----N--5--D-
KD--A--S-KN--S--D-
KD- -A--5-KN--5--D-

- -YNE--DNM--T--E------- QQ-YT--ncmmmmacene- D--Ac-ecemmaaan

~AG.SE.94.SE7812 - --TYDH--GNM- -LQ-

AG.SN.98 98SE_MP1211 N--TFKD--DNM- -LQ--K--S
27AG.US.00.00US MSC3083 - -TYND- -DNM- -LQ- -K--5----T-Y---
27AG.UZ.02.02UZ0683 ©---QDD--KNM--LQ----- 3pI-Y6-

03_AB.RU.97.KAL153 2

04_cpx.CY.94.94CY032_3

05_DF.BE.x.VI1310

06_cpx.AU.96.BFP90

07_BC. CN 98.98CNO0O9 . M- --Q--K--

08 BC.CN.97.97CNGX_6F .---QQE--DNM- - -Q- -K--§

09 cpx. GH 96.96GH2911 .---QHE--ENM- -L--

10 CD.TZ.96.96TZ BF061 - -GE--DNM--

11 cpx.CM.95.95CM 1816 .<--YNE--DNM--I--E--

12 BF.AR.99.ARMA159 .---Q-E---NM---Q-EK--S--SHA-YR- -
13 cpx.CM.96.96CM 1849 .---QSE--DNM--LQ- -K-VS- - -EM-YR-L-
14 BG.ES.00.X605 .

15 _01B.TH.99.99TH MU2079

16 _A2D.KR.97.97KR004

17_BF.AR.99.ARMAO38

18 cpx.CU.99.CU76

19_cpx.CU.99.CU7

20_BG.CU.99.Cule3

21 A2D.KE.99.KER2003 .----DD--QNM---Q- E---D»--GK Y--L----I--D---
22°01A1.CM.01.01CM_0001BBY .---Q-E---NM--LQ--K--S

23 BG.CU.03.CB118 .--T--E--DNM--IQ-E--

24 BG.CU.03.CB378 .---DNE---NM--I--E---D

25 _cpx.CM.02.1918LE .---FNE--DNM--I--E---D
26_AU.CD.02.02CD_MBTBO47 .---WNE--DNM--LQ--K

N N I P 3

27_cpx.FR.04.04CD_FR_KZS
28 BF.BR.99.BREPM12609
29 BF.BR.01.BREPM16704

31 BC.BR.04,04BR142 . --:0AD--DNN- Q- K--S
32-06A1.EE.01.EE0369 . - -TF-E---NM--I--E-

33°01B.MY.05.05MYKLOO7 1
34 01B.TH.99.0UR2478P
35_AD.AF.05.05AF095
36_cpx.CM.00.00CMNYUS30
37_cpx.CM.00.00CMNYU926
38 BF1.UY.03.UY03 3389
397BF.BR.04.04BRRI179
40_BF.BR.05.05BRRJ055

42 BF.LU.03.1uBF_05_03
43°02G.SA.03.J11223

.--TYDS--ENM--LQ

-Q-E--GNM
.==--DD--KNM
.--TYQE--GNM
.- --YDE--GNM- -1Q-E--VG- - -QH-

CPZ.GA.88.GAB1
CPZ.TZ.00.TAN1
CPZ.US.85.US_Marilyn

HIV-1/SIVcpz
Proteins

P DNM- - -Q-EK- -D- - -DM-
.---QSE--DNM- - - - -E- - -G-H-RF-

.==--ND--ENM- -LQ- -K- -E---QI-
+---HDE- -DNH- -RQ-EK- -5 -SEG-

N.CM.95.YBF30 . <N-T-YDT---NL--00--EKVR- - SOV -
N.CM.97.YBF106 -KY R . . .S-T-YDT--xNL--QQ- - -KVR- -5GV-
N.CM.02.DJ00131 . o

N.CM.04.03CM_1015_04 T-YDS--GNL--QQ- - EKVR- - SGV-
0.BE.87.ANT70 £:GoNoS--DIL--Q----Q-S-T5-T-
0.CM.x.BCFO6 NL--QQ--00-DE ST -
0.CM.91.MVP5180 H
0.CM.96.96CMA102

0.CM.97.97CMABB447

0.CM.98.98CMA104 . Q-

0: M. 99.99CHU4122 . . NGTN NT- -DNL - -QQ--QQ-D- ISDV
0.FR.Q . GDN-S--DEL--QQ--QQ---VS
DO.FR. os RBFZOS - “R--DD- -QNM- - -Q- E---E---GV
0.SN.99.99SE MP1299 “TNTNK-DD- -DKL- -QQ- -QQ-S-VS-I-
0.US.x.1 24788 --R-S----R--R--L--L-TLIQN----NS---K-R-V-Y-5-T--T-EWK. .. ... .... GN-5--GNL--00- -0 -D- VSAT-
0.U3. 37, 97U508692A - .-GN-5--GNL--QQ--Q--D-VSAT-
0.U5.99.99USTWLA®  --R-5----R--R--LQ-L-TLMQN----NL---K--S=-Y-5-K--ET-G. .. ... .. . GNLS--DSL--QQ- -QQVS-V5-F-
P.FR.09.RBF168 SETE. -DG--ThL - -Q- - -KxVD- - -DT-
CPZ.CD.90.ANT

CPZ.CM.05.SIVCpzMT145

YT---KA-
Y--L----H

YN---
YR

YD oo J X-----D-
FG---QA-E--NT--KS-----Q-D---5--
FD- - -QA-E--NT- -KA- - ---Q- D
FD---QA-E--NT--K5-

YEE-QKA-V- - -Q- -KK-

YTK-Q-A-D- - -Q- -KT-

-YDE-QAA VKA-

-IA--V A II- I--ISVIIT IA--
-IA- I---A---V VIMI--N--KNI

YGE OKA D---Q--KK-

_Q_ -E------K--
YN---D--I--D---K--
YEE-RNA-V- - -Q- -KK- - -I- KN
FEE-LKA-V- - -A- -KK- “I-I---MVI-NL-RNI----
FEE-LKA-I---T--KK- ~TA-I---A-I-I---MVI-NL-RNI----
YDK-Q-A-E- - -E- -RA- <A-T-V---MI--NL-KNI----
YLE-QRA-D- -KA- -KK- - - - Q- =Q- = = <LD- - Q- - - - - -T- - - - - II----LL-TINV-R-I------V-L--LGLNG

LLVLY-CLRK- - - --H- - -- - IPTON.
C--1G-LI- L

DOOO0 O OO

- -I- -RN
“IA-T---A-T-V-V-ML--NL-KNI--
“I--I---A-TI-V---MI--NL-RNI--
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gp41 end

glycosylation NGS glycosylation NAT Env end

G % =~
B.FR.83.HXB2 ...PRG.PDRPEGIEEEG.GERD. . .RDRSI. RLVNGSLALIWDDLRSLCLFSYHRLRDLLLIVT ....... RIVELLGR....... RGWEALKYWW.NLLQ. . . YWSQELKNSAVSLLNATAIAVAEGTDRVIEVVQGACRAIRHIPRRIRQGLERI. . . .LLx* 856
A.SN.01.DDJ369 .-G-. . . . S-F---A-N FT--AA.......-T----- HSSLKGLRL---G-Q-LG.---L. -GR------I---D- I--T--GW---»»--G-R-G»-LL A. 867
Al1.AU.03.PS1044 Day0 . . S . --HSSLKGLRL - - -G---L-. V. I N-YDTI- A. 70
A1.CY.06.CY171 .L . . -SSLKGLRLV--G---LG. G. -G----S--IN- IDTI--\/»-GW- A. 79
Al.GE.99.99GEMZ011 . -SSLKGLRL---G---LG. G. -G----S--IN-IDTI-----GW A. 60
Al1.IT.02.60000 . SSLKGLRL- - -G---L-. V. A. 02
Al.KE.02.ML1990 . -- .. V. A. 02
A1.RU.08.PokAIRu G. A. 04
A1.RW.93.93RWO37A L. A. 57
Al.SE.95.SE8538 V. A. 55
Al1.TZ.01. L. -GR---I--I--VDTI--V--GW— A. 54
A1.UA.01.01UADN139 G. -G»»--G-- DTI GW- A. 602
A1.UG.99.99UGAQ7072 I. -G- A. 62
Al.ZA.04.04ZASK162B1 L. A. 60
A2.CD.97.97CDKTB48 V. A. 51
A2.CY.94.94CY017_41 . .. L. --IG R-F---LN-- A. 66
B.AR.04.04AR143170 . -R.---H-F - ——A——RLG———IN—— A. 48
B.AU.04.PS1038_Dayl74 e . . PP, L. 37
B.B0.99.B0L0122 A. 51
B.BR.05.BREPM1081 A. 37
B.CA.97.CANB3FULL L. 51
B.CN.05.05CNHB_hp3 A. 60
B.C0.01.PCMOOT A. 51
B.CU.99.Cul9 A. 04
B.CY.06.CY165 A. 61
B.DE.86.D31 A. 51
B.DK.04.PMVL_012 A. 58
B.D0.05.05D0_ 160884 A. 43
B.EC.89.EC003 S. 55
B.ES.07.X2231 A. 50
B.FR.92.92FR_BX08 A. 44
B.GA.88.0YI ~ A. 56
B.GB.86.GB8 46R A. 50
B.GE.03.03GEMZ004 A. 58
B.HT.05.05HT_ 129389 A. 603
B.IN.x.11807" A. 45
B.JM.05.05JM_KJ108 A 55
B.JP.05.DR6538 . 66
B.KR.04.04KMH5 A 54
B.MM.99.mSTD101 58
B.NL.00.671 00T36 56
B.RU.04.04RU128005 48
B.TH.00.00TH C3198 53
B.TT.01.01TT CRC50069 61
B.TW.94.T 47
B.UA.01.01UAKV167 00
B.US.07.CROO27M 76
B.UY.01.01UYTRA1179 73
B.YE.02.02YE507 62
B.ZA.03.03ZAPS045MB2 . 51
C.AR.01.ARG4006 Q- .S-V 54
C.BR.04.04BRO13 Q- .S-V 00
C.BW.00.00BWO7621 Q- I-v 51
C.CN.98.YNRL9840 Q- .S-V 09
C.CY.05.CY040 QG .S-V 08
C.ES.07.X2118 2 Q- .S-V 45
C.ET.02.02ET 288 Q- .SIV 58
C.GE.03.03GEMZ033 Q- .S-V 60
C.IL.98.98I5002 Q- .S-V 52
C.IN.03.D24 Q- .S-V 76
C.KE.00.KER2010 Q- .-Cv 63
C.MM.99.mIDU101 3 Q- .G-V 600
C.MW.93.93MW 965 Q- .S-V 53
C.SN.90.90SE" 364 Q- .S-A 42
C.50.89.89SM 145 Q- .--G 61
C.TZ.02.C0178 Q- .GCG 03
C.US.98.98US MSC3018 Q- .G-G 46
C.UY.OI.T A30 Q- .S-V 59
C.YE.02.0 Q- .S-V 03
C.ZA.OS.OSZAPSK24OBI Q- N .S-V 48
C.ZM.02.02ZM108 N .S-V 80
D.CD.83.ELI 54
D.CM.01.01CM_0009BBY N 00
D.CY.06.CY163 N 59
D.KE.97.ML415 2 N 59
D.KR.04.04KBH8 N 43
D.SN.x.SE365 N 51
D.TD.99.MNO11 N 40
D.TZ.01.A280 N 53
D.UG.99.99UGK09958 N 44
D.YE.02.02YE516 N 47
D.ZA.90.R1 N 59
F1.A0.06.A0 06_ANG125 N 46
F1.AR.02.ARE933 N 45
F1.BE.93.VI850 N 32
F1.BR.07.07BR844 N 50
F1.ES.x.P1146 62
F1.FI.93.FIN9363 43
F1.FR.96.96FR MP411 Q- 44
F1.JP.04.DR6082 E. Q- 59
F1.R0.96.BCI_RO7 E. Q- 04
F1.RU.08.D88_845 QG 59
F2.CM.97.CM53657 -E. Q- 50
G.BE.96.DRCBL E. Q- L. 55
G.CM.04.178_15 E. Q- L. 01
G.CU.99.Cu7 E. Q- V. 04
G.ES.05.P962 E. EN V. 54
G.GH.03.03GH E. Q- L. 603
G.KE.93.HH8793 12 E. Q L. 51
G.NG.GI.OINGPLGGGQ E. L. 57
G.PT.x.PT2 E. L. 84
G.SE.93. SE6165 E. L.. 67
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FR.83.HXB2
BE.93.VI991
BE.93.VI997
CF.90.056
.00.00GBAC4001
CD.97.] 97DC_KTB147
SE.93.SE9280” 7887
SE.94.SE9173_7022
CD.97.97ZR_EQTB11
.CM.96.96CM_MP535
AE.CF.90.90CF11697
—AE.CN.07.07JSWX045
AE.HK.04.HKOO1
_AE.JP.x.DR0492
—AE.TH.04.BKM
AE.US.00.00US MSC1164
_AE.VN.98.98VNND15
AG.CM.02.02CM 0013BBY
.CY.05.CY048
AG.E%.GG.PIZGI

AG.GH.03.03GH181AG
AG.LR.X. POC44951
.NG.01.

“AG.SE.94. SE7812
AG.SN.98 98SE_MP1211
2_AG.US.00.00US MSC3083
2 AG.UZ.GZ 02UZ0683

03_AB.RU.97.KAL153 2
04_cpx.CY.94.94CY032_3
05_DF.BE.x.VI1310
06_cpx.AU.96.BFP90

07_BC. CN 98.98CN0OO9
08_BC.CN.97.97CNGX 6F
09" cpx. GH 96.96GH2911

10 CD.TZ.96.96TZ BFO61
11_cpx.CM.95.95CM_1816
12_BF.AR.99.ARMA159
13_cpx.CM.96.96CM_1849
14_BG.ES.00.X605
15_01B.TH.99.99TH_MU2079

16_A2D.KR.97.97KR004
17_BF.AR.99.ARMA038

18 cpx.CU.99.CU76
19 cpx.CU.99.CU7
20_BG.CU.99.Cu103
21 A2D.KE.99.KER2003

AX UULITITT @
@
@
<

NNRRRNNNRN B2 e =
P33 b3
[ [

22”01A1.CM.01.01CM_0001BBY

237BG.CU.03.CB118

24 BG.CU.03.CB378
25_cpx.CM.02.1918LE
26_AU.CD.62.02CD_MBTB047
27_cpx.FR.04.04CD_FR_KZS
28 BF.BR.99.BREPM12609
29 BF.BR.01.BREPM16704

31 BC.BR.04.04BR142
32_06A1.EE.01.EE0369

33 91B.MY.05.05MYKLOO7 1
34_01B.TH.99.0UR2478P
35 _AD.AF.05.05AF095
36_cpx.CM.00.00CMNYU830
37_cpx.CM.00.00CMNYU926
38 _BF1.UY.03.UY03 3389
39 BF.BR.04.04BRRJ179
40_BF.BR.05.05BRRJI0O55
42 BF.LU.03.1luBF_05 03
43_02G.SA.03.J11223
CM.95.YBF30
CM.97.YBF106
CM.02.DJ00131
CM.04.04CM_1015_04
BE.87.ANT70
CM.x.BCF06
CM.91.MVP5180
CM.96.96CMA102
CM.97.97CMABB447
CM.98.98CMA104
CM.99 99CMU4122
.FR.9

0.FR. 08 RBFZOS
.SN.99.99SE _MP1299
.US.x.I 2478B

.Us. 97 97US08692A
.US.99.99USTWLA
.FR.09.RBF168
PZ.CD.90.ANT
PZ.CM.05.SIVcpzMT145
CPZ.GA.88.GAB1
CPZ.TZ.00.TAN1
CPZ.US.85.US_Marilyn

00 T 0000 g 00000000 2222

glycosylation NGS
*
. .PRG.PDRPEGIEEEG.GERD. . .RDRSI.RLVNGSLALIWDDLRSLCLFSYHRLRDLLLIVT

H
HSSLKGLRL
- -HSSLKGLRL

I~ S
mm mmm

-L6.-1-

-Q
-Q
-Q
-Q
-Q
-Q
-Q
R
-Q
..Q
..Q
..Q
..Q
..Q
..Q
-Q
qQ
-Q
...Q
.. TQ

o -

777777 SSLKGLRL- - -G- - -LG.
----- HSSLKGLRL- - -G---L-.

F-P-V-E---N
-F---A-E---N

----- HNSLKGLRL- - -G---L-.
L =T-----HNSLKGLRL- - -G---L
. <T--I--HSSLKGLRL---G---L-.

-RH---FT--AA....
-FI-VAA....

IR SSLQGLRL---G---L-.
.-TL----QSLSRGLQLLN-LRTHL-.GI-A
-TL-1--QSLERGLOLLN- LRIRL-
STL-Z--- GLQLLN-LRTRL-
L-TL- I--OSLNRGLQLLN LR-RL-
-KVISY-RLGLWILGOKIINVCRICA.

---.--LD-F-P-V----KN-VVQI-QI-VGCI-GIK. ...

A-QH-FF.-L-V- T TIOWI-QIC-TC. -NLW. ...

. P-V-E---N-LS-L--0-- CASLIW.
N-GIW--QS-TS-

InI

....... -T-QI--QNINKGLQLLN-LRARC-.GVIA.

HIV-1/SIVepz

Proteins

.NLLQ. YWSQELKNSAVSLLNATAIAVAEGTDRVIEVVOGACRAIRHIPRRIROGLERI
...--G T A.

pRIGIGYVS 2 V)

P-F-QQ
Q-F
QSF-Q - Ll
Q-F-Q-LYT---TII-WT--L-SN-ASGTQ. ... ... .
P-F-H-LYT---TII-W---L-SN-ASGIQ....... TVISH- - LGLWILGQKIIN- CRICA. v
P-PQ-F-H-LYT---TII-WI--L-SN-ASEIQ.. . .. KLIRH- - LGLWIIGQ-TI--CRLFK.
PSPQ-F-P-FYT---TII-WI--L-SN-XSGIQ....... TVISH- -LGLWILGQKIIN-CRICA.
PWPQ-F-P-LYT---TII-W---L-SN-ASGIQ....... TVISH- -LGLWTLGQKIIS-CRLCI.
SPQ-F-P-LYT---TII-W---L-SN-ASGIQ. .. .... KLISH-RIGLWTLGQKIIN-CRICA.
PSPQ-F-P-LYT---TII-W---L-SN-ASGIQ....... KLSSH-RVGLWTLGQKIIN-CRICA.
ASPP-F-Q-LYT---TII-W--QI-S55-TSGIQ... ... KLIS---LGLCTLWQ-IT--CRLCA.AVT-. ..

.D--TILWIHLGQLLTRG-NCLRXTA- LRVx--T----O--T---DTV--S--GW--Q--I G- OIG GFLN--------

.AVLOH C-ITFRLCNHLENN-STL-.TII...
LLk%--QYSLRGVQQIGTk-HOLR.g;--.

ACN-W. . -QLl .
FQNFIW LWISLOALKOGIIS AHSLVIVHRTIIVGVRQII.EWSS.

ART VST oo DTo e eaeenos IZZLfRRLFLG-I-

gp41 end
glycosylation NAT Env end

CLL®

SIN---T-

YR-
--------- R N NS O (e Y N

-G----K-TI--VDTI
-GL---K-TI--VD.I-- o
-I---DTI--E--GW-
ST--To--V-- T---THR-L--VL---
<-Re-==--I--=-T---V--G----IL-AL-RIG--VLNA-
<----W---I--TG-RIG-G-L---

CCIT-R-W--FL-
I--I--RGF--FL-
T--I--RVF--FL---
--IA-R-G---LNV-V

SI--F-T-
I----T-

I--AL-R-G--VLN
IL-AL-TIG-G-L-
I--A--RIG-G-L-
--AL-RTG--xL-

K---D--T----T---V
R
-GK---D--I----T------G----L--LA-RIG-G-L-

-L---Q---T---DTL-V---NW--GI-AGI-RIGTG- -N

“[---Q---T---DTI-V--GKW--DI-LGI-RIG-G-LN--
-L---Q---TN--DTL-V---NR--STFLGI-RIG-G-LN--
-L---QT--TN--DTV-V- - -NW--5T-LGI-STG-G-LN--
-L---Q---TN-VDNI-V---NW--GI-AGI-RIG-G-LN--
<L---Q---T---DTI-V---NW-VTI-LGI-RIG-G-LN--
-L---Q---TN-VDTI-V---NW--ST-LG--RIG-G-WNV-
-L---Q---TN-VDTI-V---NW--SI-LGI-RIG-G-WNV-
<L----T--T---DTV-V--GSW- -NI-SG- -RIG-G-LN--

GK
ITYAS-RVLLIQAIDRL

AUy

surjold ZdIAIS/T-ATH



1249

0107 wnipuddwo)) duanbag ATH

sul)0id

ZdOAIS/1-AIH
myristoylation phos
Nef start acidic cluster oly-P helix phos HXB2 premature Nef end
B.FR.83.HXB2 MGGKWSKSSVI GWPTVRERMRR. .. .............. AEPAADRVGAASRDLEKHGAITSSNTAATNAACAWLEAQEEEE. VGFPVTPOVPL RPMTYKAAVDLSHFLKEKGGLEGLIHSQRR QDILDLWIYHTQGYF. PD*ONYTPGPGVRYPL TFGWCYKLV 145
A.CD.02. OZCD KTB0O35 RLG.---A- W---O S G K A Vv i W F 146
A.SN.01.DDJ369 .--AEI -E 146
A1.AU.03.PS1044 Day® E 44
Al.GE.99.996EMZBll -E 47
Al1.IT.02.600! .-E 49
A1.KE.02.ML1990 -E 45
A1.RU.08.PokAIRu KE 46
A1.RW.93.93RWO37A -E 49
Al.SE.95.SE8538 -E 44
Al1.TZ.01. ---- - 44
A1.UA.01.01UADN139 -E 52
A1.UG.99.99UGAQ7072 -E 44
Al.ZA.04.04ZASK162B1 -E 49
A2.CD.97.97CDKTB48 2
A2.CY.94.94CY017_41 57
B.AR.04.04AR143170 46
B.AU.04.PS1038_Dayl74 45
B.B0.99.B0L0122 44
B.BR.05.BREPM1081 46
B.CA.97.CANB3FULL 45
B.CN.05.65CNHB hp3 44
B.C0.01.PCMOOT 45
B.CU.99.Cul9 46
B.DE.86.D31 46
B.DK.04.PMVL 012 52
B.ES.07. 46
B.FR.92.92FR_BX08 42
B.GA.88.0YI 51
B.GB.86.GB8 46R 46
B.GE.03.03GEMZ004 46
B.IN.x.11807 46
B.JP.05.DR6538 46
B.KR.04.04KMH5 53
B.MM.99.mSTD101 46
B.NL.00.671 00T36 44
B.RU.04.04RU128005 46
B.TW.94.TWCYS 47
B.UA.01.01UAKV167 44
B.US.07.CR0OO27M 50
B.UY.01.01UYTRA1179 50
B.YE.02.02YE507 47
B.ZA.03.03ZAPS045MB2 45
C.AR.01.ARG4006 55
C.BR.04.04BRO13 46
C.BW.00.00BWO7621 46
C.ET.02.02ET 2 47
C.GE.03.03GEMZ033 Y-Ki 47
C.IL.98.98I15002 Y-KI 47
C.IN.03.D24 Y-KI 45
C.KE.00.KER20 Y-KI 47
C.MM.99.mIDU101 3 Y-KI 47
C.MW.93.93MW_965 Y-KI 47
C.SN.90.90SE”364 Y-KI 47
C.S0.89.89SM 145 Y-KI 47
C.TZ.02.C Y-KI 53
C.UY.01.TRA3011 Y- 47
C.YE.02.02YE511 Y- 59
C.ZA.05.05ZAPSK240B1 W- 47
C.ZM.02.02ZM108 W- 48
D.CD.83.ELI 47
D.KE.97.ML415 2 54
D.KR.04.04KBH8 42
D.SN.x.SE36 47
D.TD.99.MNO11 46
D.TZ.01.A280 47
D.UG.99.99UGK09958 46
D.YE.02.02YE516 44
D.ZA.90.R1 47
F .93.VI85 46
F R.07.07BR844 56
F .x.P1146 57
F .93.FIN9363 45
F .96.96FR_MP411 46
F .04.DR6082 51
F1.R0.96.BCI RO7 52
F1.RU.08.D88”845 53
F2.CM.97.CM53657 46
G.BE.96.DRCBL - 47
G.CM.04.178 15 - 47
G.CU.99.Cu73 - 47
G.ES.05.P962 - 48
G.GH.03 03GH175G - 47
G.KE.93.HH8793 12 - 49
G.NG.GI 01NGPL0669 . - 51
G.PT.x.PT2695 .---E Al N-DSE. S Y- KO - 47
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